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a2 1y i HA AR & R E S (B, E Y
BCAAETE (55 ) h 3 A 5 1 B IR AL T R R
& (Lotus seedpod
LSOPC) , L H A HL A Ak S B g 40O
JUUSR I C AR BT S A5 2 i AR BRI RENO, H FI
LSOPC YA AT ST 3= B4R th 7 £ b i T 72 rho g
AGEs (=7 [ifif X MUK 4 AGEs 5 5 1Y 4H 21
005 B i 3 AR 25 L A 9 Y A £ DL ARG

A S FH Akt B A e /N BV Ay S Y %o
AN B R R R K B I i R Y
HE 5 B Y% (0 175 00 | 45 10 5 8 3 46 2 11 R S Ik B as
HEHER BN O 251 MiE R AE H T e i 1
REVEAT 43 BT, 4658 LSOPC XF AGEs 55 (19 /) Bl 4l
SO F B A W R BL I CEAE T, TT R L
LSOPC DI RE A 75 5 19 £, B A AGEs 75
AL T 5 1 XU 41 22

oligomeric  procyanidins,

1 MBERZE
1.1 #EHKF

SR Fik 00 P R X A 2 5 By, R
JE R IR SR F AT 22 A R AEE R IRECT
2 (PR N RILFE L F] CN 1169804C) i 17 #2
B G RN B AR E R R A& LRS
fiss 3 WAEHL, ¥ VR T o 459 21 3 5 R AL 5 RALR
& (LSOPC) . FHFLR IE T BER A, LSOPC H iy 5
T R & AN T AR IR AL R 5 R0 (10622
0.46) % ; WA - 5T 3% 38 1 43 47 LSOPC, K LR &
FER 3.2, TE RN ITH A 74.2% M LA R M
25.8% M FILASE sy R oA iy LA FE  RILAS
FMEREREFILER G 26.0% ,43.1%
30.9%,

Y -20, [ 25 48 4k 230 A BRA 7 5 F R
2 [H Sigma A A ;DNA K57 &, Te 20 G /RBHE A
BN W] 5 B6 AR PR G 6, me mt LI A B R
FRAH] s BCA B I B e iR &, g REHA
HIRAF,
1.2 UE5EE

RE-3000 Jief% 75 &AL, Lok A A3 A
B H R AR L, fEE CHRIST 2 A
KQ-50B 4 7 i vk, Bl vl 7 A3 A B
2 UV=-1601 5240-1] WA OB EE T, b st B i

SRS A IR | 4 A 3B bR 43 BT 4L, Thermo
Fisher Co;Alliance 2695 & Z0R A (A%, & [H
Waters 23 A ; Q—trap VR BT 156 FHAYL , 361 Agilent
AT
1.3 Fik
1.3.1 shyEiRI S, ICR 4 J& i e/ iR
[SPF 2%, P\ =g K 2% S 16 2 9 v 3R 45 1F AT IR
5 :SCXK (%)2017-0012), 3£ 36 H, &N
16~20 g, SCE S W) 43 M7, BB 1) 5% 4~5 H,

P il 14 ) 35 IR B A5 Ay L Rl 21~23 °C 1B
& 55%~70% ,12 h G,

W2 JE A3 4 A S B 2 BE L IE R 9
oo BARS4R 1) % BB 4L (N) - LR E ) AIN-
93G fap kM B ik SE RS SR E SR, ) I
I FH Wi 15 2R 5280 3 2)H-AGEs 41 (H) - i
il 4 AIN=93 Tl BB K, 7E 150 “Cry i 258 T 4t
K5 2 b, R 40 CHET (4 Az R 4 ot e 4t
L AE , MORBE RS EA ) H S AGEs
AIN -93G i kW2 5% 2 Bl ;3)H ~AGEs +0.2%
LSOPC #H (H2) ;[ % AGEs AIN-93G fa Rl 78 fin 5
153 410.2% 1) LSOPC il i 47 ff M 7 2% B ;4 )H-
AGEs+0.5% 1LSOPC 41 (H5): [ AGEs AIN-
93G Ak S N J5 2 43 41 0.5% 1) LSOPC. il Jlg ) A}
IR E R,

Wi 4 dLimRh oK S BRI, & E
T Bet M AGEs & . 4 A58/ BUE & i
K, P A KR 2 d TE 1R IR T
JEE 1,4 d B4 1 kR R 12 ] iR
18] W B o L 2 A AR 8 v Ui /N B
24 h FEAFE , F T 30 W 2 ik N 2 4 4 2
I3 BT o WCHE I FE A5 7 B TE TR TRAS Y, TR
7%, -80 CUKAATRAF T o 2/ U I 1 Sk & 4
1% (10% ,300 mg/kg) JFR IR, 16 = 207 ok 5L (JRR e i
2508 12 h) AR AL EIE TFIE WG T R
2 Bl 85 R, AR R K W YRR, T R AR
TRE 4% 2 RP BRI T 8 =S
W [l 25 W S o 40 A 2R B A, B
RALUE T-80 CIRATF AR WAL Tl K2 o
ORI 2 B RLE , TR I s ) S B0 B T D
WG T S s b BRI R R
1.3.2 Tkl AGEs & &l & T 100 mL 2.0 %
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PAIAT g B ARERE BN 1.2 mg/mL 1Y BEE
i E (Pronase E)¥# W 3 mL ¥ F % 5 mg/mL
SDS #1 1.47 mg/mL. CaCl, # Tris—HC1 1 ,pH 7.5),
W IR , BT T 40 CHR% E 1L 36 h, 1k
JE¥E, T 4500xg,4 CHAF T E L 10 min, B
W ,0.45 wm JEAE T U8, FH PBS B RS 2G5 2 vk
&, FHZOEEOE TN E 5OE, Wk K
(Aex) M 347 nm, K H K (Aem) Fy 415 nm, 5856
SR LI AU/g R,
1.3.3  HERSHE A e Wm0 e 45 20/ BUAY AE
i NR RS R EO TR AR

JIE #5482 (ofkg)= (k&5 0T 42t /78 B 3T 52 ) x
1000

2, B B U Y J5 2 A XU Y R T
1.3.4 IHIEHZRBUEE  H 4%10 2 1 F
R VAN N O e 7 7 BN 77BN e A
5 24 h DAL, KRG MR 75%~95% & B 40
UK, THIREUEMALLEN, HH T A A
WU R Ak R, R S R 95%~70% £ Bt
K IR AR BT LT 5~ min Yoo, 1%ER BRI
KAk 2~5 s, A RIKIZ VIR )5, P 198 20 %
AT 2 min Je ) Ju 58 10U B R KR T |
A JBE K RN — B R B s BEA TR A
1.3.5 /NREHAL e dl b imlE SR H4E R
WA REA 2 A AL (Strep tavidin per-
oxidase, SP)fEdlALE AR X 457 b B % 3 4%
H M (20-1 Occludin ) A1 3£ ik 32 2 1 (Pept—1) 7E
Ji 3 8 L B A B Rk

B 25 i A7 BT F BT (65+3) CRYE R HE RS 10
min, itE A 5 7 BE R A 50 ZH 2R
W BB CREIRR kAL s KB T K UE, i PBS
S8 W7 5 VIR AR pH=6, % % 4 0.01 mol/L
V8 ¥ A TR e % R, NI B SR AE &, AR,
PBS 28 Wi i v 3 K ;3% A AL SR I E 15
min, LAV BR PR R o A0 W i 4 T 1, PBS 22 oft
WE TR 3 U, AR 3 min; L AFE LT TAERBEE 15
min, 81 25, 0 I ZO -1 %W (1:50, K B kb ) 5l 3
Occludin ¥ (1:150, &) 4 CHMA T ik
WA 2 =S PBS ZZ i Uk 3 I, AR 3 min;
WA W) = A 50 TAE W (IgG) , 1 37 CHRAFT
#E 15 min, JH 2B BCOR i (DAB) 2 65, W il 58

AR e SRR B IR ARKE & G 40 s, FE K e
Ve 5 min, BB BB, W REW B B
FARE, B BE S DLWt 1R 6 2% vl i (PBS) 10 —
Pt Z0-1,0ccludin,Pept—1 £ FH ¥4 4 240 i Jit P &
IR, PRV 20 B A 240 5 P B A A e R
1.3.6  /NERE A LN R AE B F R BB o 2%
K ED R RT-PCR 23 #r /s L5 i 21 41
ST A 1 FORG B 31 KB AE O
1.3.6.1 RNA #2844 gidmA 1 mL
Trizol, FE43 51 %% . %N 200 wL & 405 , #4515 =
IREFE Smin, 7F 4 CAMAF B0 15 min, §5 5N
12 000 v/min, % )72 7K 4 (£ 400 pL) FHr 1.5 mL
EP &, PN 400 wL SN EE, $E5) )5 #1510
min, FRHREOE T LI, DUTE I FLA B 70% 57K
VR 3K, AT 5~10 min, BIET 20 pL
DEPC 7Kt 23 GG EE I E RNA B,
1.3.6.2 Wit AL eDNA O 1A 5 40 35 RNA
3.689 g 10 pmol/L. Oligo (dT)2 wL.2.5 mmol/L
dNTP 2 pL Rnase free ddH,0 9 14.5 pL, JZ i 5%
.70 °C 5 min, HEHEOFEETK L, HR E®
SN 14.5 wL 5xRT ZZ #h % 4 pL .HRP (RRI)/
RNase #1147 0.5 pL M-MLV 1 pL.Rnase free
ddH,0 20 pL, JZ B 24 :42 € 60 min,95 °C 5
min,
1.3.6.3 RT-PCR 5/#i% il RT-PCR 5149 W%
1, AR #4145 10 pmol/L B-actin F 0.5 wL.10
pmol/LL B-actin R 0.5 pL.2.5 mmol/L. dNTP 2
pL.Ex Taq 0.25 wL.10xEx Taq E 2% W& 2.5
pL.cDNA 1 pL . ddH,0 £ 25 pL, [ B %44 .94 <C
4 min;94 °C 305,56 °C 30,72 °C 25 s(30 M
#);72 C 4 min;4 C 4 min,
1.3.7  /NEUE =R 2 B
1.3.7.1  ZE(H B AEIE R 2 4 DNA A 4R 50 K6
FHEREAT B F-80 CUKFE M L-AF, HEHL DNA A
07 3G 2 2 R R, DNA SR FHR A & B,
BRSO 5 e i T 4 i | 4 SR % WA 2 AL A DNA
TS5, S TR DNA 588 7R LR
150 V 19 25 T H 1%38 BEWEEE S HL UK 40 min, &
AT DL 20 DNA F 254, £F 6528 PCR X5
1.3.7.2 16S rRNA V4 & 748 X PCR ¥ 14 J& Hiseq
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Table 1 Primer sequences design for real-time PCR

A B 4 A 37 £ & /bp
B-actin F: 5'~CACGATGGAGGGGCCGGACTCATC-3 240
R: 5'-TAAAGACCTCTATGCCAACACAGT-3
TNF-a F: 5°-TGCCTCAGCCTCTTCTCATT-3 180
R: 5'~GGGCTTGTCACTCGAGTTTT-3’
R: 5'~ACTGAAGCGAAAGCCCTGTA-3’
1L-6 F: 5’ ~AGTTGCCTTCTTGGGACTGA-3" 218
R: 5°~ACAGTGCATCATCGCTGTTC-3’
ICAM-1 F: 5'-TGTCAAACGGGAGATGAATGGT-3’ 187
R: 5’ ~CTGGCGGTAATAGGTGTAAATGG-3
VCAM-1 F: 5'~ACAAAACGCTCGCTCAGATT-3° 152
R: 5°~GTCCATGGTCAGAACGGACT-3’

WF DAFEASEHUAY B DNA itk , R H 40
16S rRNA V4 X & H 5l ¥ S515F (GT-
GCCAGCMGCCGCGGTAA) #1 806R (GGAC-
TACHVGGGTWTCTAAT) # 3 H- b 16S rRNA
V4 XEEH , A5 PCR AR FR A 50 wl:30 ng
BB DNA 4 WL 519,25 pl. PCR #0530, fin
ddH,0 2 50 uL, PCR 43 511 : 98 CH& M F AL
P 3 min, 2R/G 98 CAEME 455,55 CiB 'k 455,72
CHEA 45 s, 3 30 ANEFF, 72 CHRAIEN 7 min.
fir 4% PCR 7 ¥ i 1 Agencourt AMPure XP i 2
PATEEAL, FH Agilent 2100 A: 4 53 A7 SCR 52 B 52
 PCR X4l 4k )5 9 PCR 7™ ¥t 47 52 ik A5 ik 23
Bro FZAL)E 19 PCR =W SC% , B2 AT Tlumi-
na Hiseq 2500 ¥ F & X4 345 #9 16S rRNA V4
155 28 DX R4 T XA iy (Paired—end )W 5, P47 4B 9
GRS,

1.3.7.3 HEWMEEF 0 LG HLEE
IF, e HEAT E s o ug , PR SR  S TY) bar-
code JFF % A W F 5, 247 2 90 3% 20 o 1
f FLASH (Fast length adjustment of shortreads,
v1.2.11) Pi4ge 2 ok Ak SFN 0k i )7 51, R A A OG
FRF B R OBUR s I A5 3 14 B 81 (Pair
end reads) 43— K F 4, 1 B 4 16S 1D-
NA V4 @722 X8, R Ak BEPEHE S ) e 91 3 5 4
1 USEARCH % 2& Jy 43 2 #2 4 . 5T (Operational
taxonomy units, OUT), 3] OTU L& /74 )5 , i
i RDP classifer (v2.2) B ¥ OTU X3 5 51 b X

Greengene 045 24T )R ide B 4 8 15 B2 10 1 1%
BN 0.6, HUETERAEA, #hORE I H B
OTU #A TERESS AR, #5119 OTU BEAT # A 1
TCRZE T M (R REZ AR o R R i 2k o3 B F
(LR i e T

2 HBR55W
2.1 AR S

4 21 S0 21 RVRL Y 38 FR L ML AGEs 1Y F
WA 2 PR, 4 AIERHEBROK S Y & & 5
o B R DA R A T T B 22 5 HERR A
Sy K Rk B S A AN (R ST 06 5 A 1 AR A S
AIN-93G fal Ak 28 5 i iR N LA, AGEs 11 8 it
R (P<0.05) ,H-AGEs 41 1 & AGEs I &
Yy RN AL 3.7 5, WER R, gyt
AGEs ¥ hnmy R = AR 2 oG8 B o T [a] |
T 55 pH (B K& B WA SR 55 Hov, A
[ A Tt hEE, B MY AGEs
() et A B b I W SRR R g I AR
2.2 LSOPC M AEAZNRFR, #KkEFE
RER N

AN ol R R N L Y & 9 LN il X U
& SN A ) S R AR SR AR R /N BT IR 4
SR S AN D s 7 N [ S A Y W B =
MR TR AL, i 3 BN, AR S A
HEK RSP EER, 82 FMEE 10 4 H-
AGEs S50 41/ BUAE H E & Ak K i 2R F AR
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Table 2 Feed composition analysis

28 3
PR A H-AGEs+0.2% H-AGEs+0.5%
popicik H-AGEs
LSOPC LSOPC

R A /g (100 g)! 56.39 + 0.61 56.42 +0.26 5791+ 1.12 58.77 +0.51

fig Wi /g- (100 g)™ 8.30 £ 0.71 8.25 £ 1.21 8.24 £ 056 8.27 £ 0.91

&8 filg- (100 g)! 15.85 £ 0.71 15.90 £ 1.09 15.76 + 1.73 1581 £ 1.11
#Z/kJ- (100 g)! 1535.78 + 4.69 1524.69 +9.79 1522.93 +5.31 1528.46 +2.13

& AGEs/AU-g™ 1403.08 +45.27 5191.75 +248.24* 4.996.55 + 133.24* 5 005.89 + 74.56°

Wt FORNT B S 50 4h 3 AL A 2 A A W 25 5 (P<0.05) ,n=9.,

(a) X} B0 (b)H-AGEs 4 (¢)H-AGEs+0.2% LSOPC 41 (d)H-AGEs+0.5% 1.SOPC 4
B 1 4#EHES
Fig.1 The pictures of four feeds

Hedhn, H2ES 5% (P<0.05), MALSOPC J5  FHE 34, 1fi LSOPC MR, %% T & AGEs
WA T ME ,0.5% LSOPC WA 4L A Mt AIN-93G FalRh a9 KUk , i 15/ R A b & B i L 4R
BT 0.2% LSOPC ¥ i+ 4, %HEWMHé' M, 55 10 A 2025 12 J, 5 XA A L, 5550 3 4
7 AGEs AIN-93G m@rﬂﬁ F1JERAT BB AS 40 b o 1Y S 2 HE IR OE B E 2 5 (P>0.05)
AIN-93G B 11 11 5 7 #ﬁ,,\ Ik

*®3 HREREM#EKE
Table 3 Food intake and water intake

AR *F RR 20 H-AGEs 4 H-AGEs+0.2% LSOPC 22 H-AGEs+0.5% LSOPC 21
VAR & # R/ #ARF/ # K/ # e/ R E/ #EE/ # K/
2 g-d mL-d™ g-d mL-d”! g-d”! mL-d”! g-d mL-d”!

2 854 032" 742074 6.75+1.76* 542+ 141" 723+1.71* 936+1.41* 7.28+2.02* 9.13+0.92*

4 7.02+0.26" 845+1.01" 6.48+0.16" 497+046® 695+0.63" 787+031" 7.79+0.15* 7.49=+0.51"

6 6.95+0.16* 7.18+0.34* 6.19+0.01" 451+0.02° 6.65+020" 7.63+0.00" 7.96+0.09° 6.56+0.81"

8 7.31+0.12° 770 £0.67* 6.65+0.18" 4.33+0.56" 6.80+0.14" 8.37«1.18" 7.67+0.06" 7.02+0.56"

10 6.67 £0.73* 7.85+£0.39* 6.81£0.100 4.40+0.08" 6.94+0.04* 9.25+1.96* 7.47+0.24* 7.96+0.11*

12 559+ 1.40° 7.39+0.77" 5.16+0.12> 4.27+0.08® 533+09" 7.87+0.08" 6.66+0.88" 8.08 +0.52*
AR KRS FhER/R H-AGEs 215 53 4b 3 241 5250 21 #F £3 & 2 ) oAy | 35 1L 25 57 (P<0.05) , N Rl/NG bk R H-AGEs 415 53 4k 3 24152
9 20 K B 22 ) AT M 25 R (P<0.05) ,n=9.,

B2 o, /NIRRT B SE g il ] 38 m - 0.05), AN55 9 JAJF 4G, 5T 8 FAH Lb, Xf BEZH /N B
ISG AN, % M 2EL /) Bl 4 A o 5 7 S 6 i AR TP B R E’MZIS IR W] B (P<0.01) , iz e K T [F] 5
THEe4 . AR 5 TG, 418 22 7 B35 (P< SCYGA, 5 R K R R I A G
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%, 1Ml H-AGEs .H-AGEs+0.2% LSOPC H-AGEs+
0.5% LSOPC 3 5282l /N Ry R it 22 5 R
%, BT LSOPC By 78 I i 45 /)y BRU A% a#F £ it K =
BT H-AGEs 4l SRR EIf ol 22 57, R W
LSOPC Xt T /1N B Jot 12 458 A — o 12 B Y 52 )
X 5 B PITE JRAE T 20 A /N BB A 7 RN AL
il b T 4 R — 2
2.3 LSOPC 337 [E £8 5l /I B A 28 45 25 19 32 i
BN B E 25 BOR VAN AR S50 B Be i AR
SEAREAE AR 2 P IE RN B T S RS
(B, BIDE 25 48 H5 08 4 k1 | T 0k 4 4 550 ik s 1
TE SN B I HLAR I AR Ak, 25 52 50 2 /N BURS JOE 25 4
B 4 o, SxPREAML, BTSN, H-
AGEs H -AGEs +0.2% 1SOPC .H -AGEs +0.5%
LSOPC. 3 >S5 28 /0N BROA O JIE R | 9 O 0 5 i
B B8 45 B0 K FIEH 40 . H-AGEs 41/ B4 4%
B AR AR RO, HA U Y E AR R B e
M 2 £, H 2 7 8.3 (P<0.05) ., FfiF LSOPC
o, 5 H-AGEs 41 M b ,H-AGEs +0.2%
LSOPC 1 H-AGEs+0.5% 1SOPC 5Z 5 4 % ‘B i
JIE 258 B REAIL, B ERS 46 505 LSOPC 1 s in &t

o Iy Juss
] ;@44 JESEES
4

30 -

{LNpi
Body weight/g

25 - W ATREL
® - H-AGEs
A H-AGEs+0.2% LSOPC

— H-AGEs+0.5% LSOPC

20

i i)
Time/J&

e e 43 IR R P<0.05 Fil P<0.01,n=9,
B2 fmFEdiEd4ANMNRHERETHER
Fig.2 Weight changes of mice in four groups

during feeding

5 UK 56 (P<0.05) , £ B H-AGEs 1 & () % A 5
O BRUNERRHE B0, TR 2S48 B0 54 in sz ke
HH /N BRU7E S 56 2o A v R T R EE R TR A . K ek
BT G A= S5 A B ) 4 S 45 45 2R 4275 LSOPC
VB —Fh AIMIE ST S AT 1 48 A BB e/ B i
R E i

x4 MNREREH

Table 4 Organ indexs of mice

ME 25 35 4 /g - ke

x BR 20 H-AGEs 41 H-AGEs+0.2% LSOPC 21 H-AGEs+0.5% LSOPC 21
Sk 4.89 + 043" 6.09 + 1.11° 5.31 £ 0.54° 498 + 0.24"
AT NE 34.46 + 3.24* 40.79 = 4.15° 36.71 + 3.40° 35.68 + 2.96"
J- 1.65 + 0.26" 3.78 £ 0.57° 1.70 £ 0.13" 2.00 + 0.73"
Jili ik 4.71 £ 0.70 5.16 = 0.80° 4.58 + 0.42* 4.54 £ 0.38°
B 13.46 + 1.08* 17.63 + 0.63" 15.15 + 1.90° 15.08 = 1.56"

L ANRVNG F R 8 H-AGEs 415 1w 3 414 IE 2848 £ 77 46 1B 35 M 25 5 (P<0.05) ,n=9.,

2.4 INREBFEBALAYIE HE i

T 3% 12 Ja] 3 A G AN [) S 56 2 /0N R 3 41
U ARSI, &P H-AGEs 1 & /N B 1
23 BRAS [ 0 M 7 i B R R A, 4
LU= A e PRI MOV . T 7E H-AGEs 1k}
PRI AN 5] B 43 B LOSPC,  BEAR KRR b AR
/NI i 3 A 2 T A B T A, D R R
Jiw i, %t /0N BB B A e A A ARG AR
25 NMNREHRNEEAKDH

AGEs 47 Wi B S MEE A& (KRG G B ME N

SEAA )RR Hop B A AGEs MLy
7 40 M %% 1% A5 1 Z0—-1 A1 Occludin B9 36 15 %
PIA K, Z0-1 F1 Occludin () 3 1k i =5 W) 7 25 25
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Fig.6  Analysis of Alpha diversity of intestinal microorganisms in mice
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Effect of Lotus Seedpod Oligomeric Procyanidins on Tissue Injury
and Intestinal Microbial Disturbance of Mice Induced by AGEs

Zhao Kuoquan', Zhang Fen', Tuo Qing', Feng Yingna', Ouyang Yu', Xiao Juan’, Wu Qian"
(’Key Laboratory of Fermentation Engineering, Ministry of Education, Hubei Key Laboratoy of Industrial
Microbiology, National "111" Center for Cellular Regulation and Molecular Pharmaceutics ,

Hubei University of Technology, Wuhan 430068
*Key Laboratory of Food Nutrition and Functional Food of Hainan Province, Haikou 570228)

Abstract To study the effects of lotus seedpod oligomeric procyanidins (LSOPC) on tissue damage and intestinal mi-
croflora disorder in mice induced by advanced glycation end products (AGEs), healthy male mice as animal model were
divided into 4 groups and fed 12 weeks with high AGEs AIN-93G, high AGEs AIN-93G added 0.2% or 0.5% LSOPC
(w/w), and normal AIN-93G as the control group. The effects of AGEs and LSOPC on mice weight, diet, water intake,
organs indexs, intestinal tissue damage, colonic tight junction proteins and oligopeptide transporter expression, intestinal
inflammatory factor and intestinal microflora disorder were analysis. Our results showed that both 0.2% LSOPC and 0.5%
LSOPC had obvious ameliorative effects on tissue injury, increased the expression of ZO-1 and occludin, and decreased
the expression of Peptl, TNF-a, IL-6, VCAM-1 and ICAM-1. Intestinal environment and intestinal microbial disorder
were also significantly improved, which were dose—dependent on LSOPC. Conclusion: LSOPC could reduce mice tissue
damage and intestinal microflora disorder caused by dietary AGEs, and has the potential to develop into a basic dietary
supplement.

Keywords lotus seedpod oligomeric procyanidins; advanced glycation end products; inflammatory factor; intestinal mi-

croflora



