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H R, A 200 wL 1 mol/L Na,COs i 2 1k 2
WK G TE IR G 400 nm &b F £ % HEZH S 2818 7K
A o T A F I 5 v 5 BOA [A] A= A U 7
8 30 mL 52 FLEETE 2500 10 min (5 000xg,4 °C)
PR AR BET 2 e i R BTG S TE BRIV
FAFN B B T E ) PRI R 43 AR o0 il
AW Bl A7 A mol/ (gemin) , SRR i E
EE 3K,
1.4 BESITHHT

FH SPSS 18.0 Al Origin 9.0 & 4k b Ff 4% £ ik
(R C LS YN WA T

2 #R5H5WH
21 HEBEEMETEER
2.1.1 JEAMES 43R0 R YRR S A0 IE

A0 W 1a FTE b Fros, mE 1a ATH, 70 5
PR ) TR 9 DR MR FL A TR | 2o
It ANEY] RO A, B b R R
o WA T B RN RIES, FER A
PR 2R AT LUK I R Dy 2 TR P
Ao BRAARTC 2R 46, AN kAR o sl 2 6 B o A
WIS NI

2,12 TR e R X B kT
16S tDNA PCR #"# | R4 & & R4 & FF 5 1L
X, g5 FE LI 2 E 3 A 4,

YT FRRY 16S rDNA PCR ¥ 8445 & 2
Ji7R o Marker N3 43 i & 4 100,250,500,750,
1 000 bp 1 2 000 bp 1 F Bt ,PCR ¥ 3% 15 2] 1) 3k
R B BEAE 1500 bp 2847, 5 00 3 PR AR AT

XF 3 BS H bk 16S rDNA PCR 33 7= #y 47
J¥ ¥ 7 146 NCBI H 47 BLAST 341 HL X, 35 B
FIR R s R R R G K AW, S5 R A 3
JIT7R o 43 B B R 55 08 FLAT B (Lactobacillus brevis )
HAREEN 1 3, 5 G TS ILEE, nl LS 43 B 1 ik
oESE RN

M GenBank "' F 2 58 LA E 16S rDNA HE[H
FEI, 954> B bk 168 tDNA JF S GEFT H X, 45
R 4 FrR, 4y B # R 16S tDNA PCR #3% 7~
YK EE R 1461 bp, 55 FLATE 16S tDNA J¥51 (1)
[ 99.55% , 156 W 43 85 B ik ol ot 2L AT I

B1 SBERRNEERS(a)fARKEED)
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Fig.2  Electrophoretogram of PCR amplification

products of 16S rDNA of isolated strain

97[ Lactobacilius brevis strain gp66
SEFE gpb6
os|t HEEH
100}

L bacillus brevis strain 3487
TS 3487

Lactobacilius plantarum stram WCFS1

ENFHE WCFS1
Lactobacilius plantarum SHSRMS

EMFFFE SHSRMS
Oenococcus oeni stran L13

EeERE 113

Leuconostoc faliax strain BFE 6750

l BBERSE BFE6750

100~ Leuconosioc faliax strain
FHRSE

B3 ET16S DNAFISBEMHNRELZER
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Fig.6 B-D-glucosidase activity of isolated strain with different carbon source
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Fig.7 a-L-rhamnosidase activity of isolated strain with different carbon source
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Fig.8 a-L-arabinosidase activity of isolated strain with different carbon source
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Isolation, Identification and Analysis of Glycosidase Activity of Lactic Acid Bacteria from Wine

Abstract

Pan Chao'?, Gao Qingchao®?,

Liang Ying'*?,

Zhang Zhiyong'*?,

Shi Lu**, Li Yahui'?*

(‘College of Food and Bioengineering, Jiangsu University, Zhenjiang 212001, Jiangsu
’Jiangsu Key Laboratory of Food Quality and Safety, Nanjing 210014
‘Institute of Food Safety and Nuirition, Jiangsu Academy of Agricultural Sciences, Nanjing 210014)

A strain of lactic acid bacteria isolated from wine natural fermentation was identified through morphological

observation and molecular biology, also the a-L-arabinosidase activity, a—L-rhamnosidase activity and B-D-glucosidase

activity of which were determined to evaluate its glycosidase activity. Results showed that the isolated strain was Lacto-

bacillus brevis and it possessed «a-L —arabinosidase activity, o«—L-rhamnosidase activity and B-D —glucosidase activity.

These enzymes showed high activities at the stationary phase of growth, and mainly existed in the intracellular form and

intact cells of the strain. Three carbon sources showed different effects on the enzyme activities of isolated strain. Com-

pared with glucose as carbon source, cellobiose and arbutin promoted B-D-glucosidase activity, while they inhibited a-

L—-arabinosidase activity. Arbutin promoted the a-L-rhamnosidase activity, while cellobiose inhibited the a—L-rhamnosi-

dase activity. This study provided a theoretical basis for developing new lactic acid bacteria strains in wine making and

improving the wine quality.
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