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Antibiotic resistance rate of Escherichia coli to 20 antibiotics in 3 cities

B, Mgt A 255 Dm0 50 3L blag:
5 blagy ¥ Rkt o SIS 25 B aa-
dAT WK R e, b 88.89%, HK N aphA6 .
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XA H R T 1) K TR AT i — 2B 3 A, X
A F AR X PEFT PCR §738 , I X 5 184 7= 4 ik
AT P43 AT o 382 I 56 0, 7E 29 Ak ined 1 FHAE K
Jo AT B b RS 3 RO [R] 28 R B Ny A
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Fig.3 Detection rate of integrase genes

of Escherichia coli in 3 cities

ISApIT

blaNDM

cmlA

N D

4§ CYSITT “4/1
A

1¢
T ISR
SO

ISEepl

ISCR3
1S6100

B4 EXTHHWAERESAHIITEILI LD
Fig.4 Co—occurrence analysis of ARGs and MGE

in Jiaxing



F23% oMl

AL P R AT 2 K AT A i 2 R R R 2h R R AL 6 o AT 281

R AR AT GER I B, i [ R A S sull |
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SR, Bz F A AS B B R OGS 55 4 P 45 o 1) 20 7
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T K AT BT 0 285 R o SR 1 b 222 A it 24 S5 24 7 20%
PL b, Hoa i s, 8l T 40% , i HAb i 58 o
N 5 58 37 43 5 1) KM A R G s A B 2 A 3R
B i 25 2 X 7E 40% DL 1Y) MATT 55 28 N b IX 43
B R T T 6 3 TR 7 L R T 25 2R O 51.9%%, M
TE R DR A3 B 00 K AT T8 0T S s 5 T 2K B 2 2R 10 T
IR EN T 609%™, 2B 4 [ [ N AN [ X [7)
TR FF X R 3 T S e A 2 A A RS [ R 14 T
250k, AR E T 2016 4EEE I T 4 RIS 25
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I 28 53 BT R B blag, 5 W 55 3R T 25 5 P fosA
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Analysis of Antibiotic Resistance Phenotype and Genotype of Escherichia coli from Broilers

in Zhejiang Province

Zong Shuaizhou, Xin Lina, Bai Jiaqi, Han Jianzhong, Qu Daofeng”
(Zhejiang Gongshang University, Hangzhou 310018)

Abstract 720 samples of feces, soil and sewage were collected from 12 broiler farms in Huzhou, Jiaxing and Shaoxing
cities in this study. 234 isolates of Escherichia coli were identified by 16s rRNA sequencing, antibiotic—resistant pheno-
types were determined by K-B  (Kirby—Bauer), antibiotic—resistant genotypes and integrons were identified by PCR. The
transfer risk of antibiotic resistance of Escherichia coli was analyzed by co—occurrence network. 234 isolates of FEs-
cherichia coli were highly resistant to cefazolin, azithromycin, tetracycline and sulfonamides, and the resistance rate of
isolates in Jiaxing to 17 antibiotics was higher than that in the other two cities. The results of genotype identification
showed that the detection rate of aadA1 was the highest among the 234 sirains of Escherichia coli, which was 88.89%,
followed by tet (A), sull and blawyy, respectively. Among the 29 antibiotic resistance genes, the detection rate of 18
genes in Jiaxing was higher than that in the other two cities. The detection rates of type I integrase in Huzhou, Jiaxing
and Shaoxing were 28.38%, 40.96% and 32.47%, respectively. The results showed that the antibiotic resistance rate and
the detection rate of antibiotic resistance genes of isolates in Jiaxing were relatively high. Co-occurrence network analysis
showed that there was a high risk of co-transfer of gnrB and mph(A), fosA and blawy, fosA and sull, sul2 and aadAl
in E. coli in Jiaxing. In summary, this study investigated antibiotic resistance and transmission risk in three cities of
Zhejiang Province, providing scientific guidance for ensuring animal food safety and monitoring key specific antibiotic re-
sistance genes.

Keywords broiler; Escherichia coli; resistance genes; co—occurrence network



