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Research Progress on Catalytic Properties of y—Glutamyl Transpeptidase

Liao Jianhong'?, Yang Juan'?, Zeng Xiaofang'?, Bai Weidong'?, Liang Jinglong'*
(‘Guangdong Provincial Key Laboratory of Lingnan Specialty Food Science and Technology, College of Light Industry
and Food, Zhongkai University of Agricultural Engineering, Guangzhou 510225
*Key Laboratory of Green Processing and Intelligent Manufacturing of Lingnan Characteristic Food,
Ministry of Agriculture and Rural Affairs, College of Light Industry and Food,
Zhongkai University of Agricultural Engineering, Guangzhou 510225)

Abstract y-Glutamyl transpeptidase (GGT) widely exists in a variety of organisms in nature, has transpeptidation and
hydrolysis activities, and can synthesize y—glutamyl amino acids/polypeptides according to different substrate conditions.
Substances have attracted the attention of the food industry, pharmaceutical synthesis and other industries because they
can be used as flavor enhancers or biological actives. There are abundant GGT resources in bacteria. In this paper, the
structural characteristics, properties, catalytic reaction characteristics and related product characteristics of 7y —glutamyl
transpeptidase were reviewed in order to explore the potential of bacterial GGT and provided reference for future research
prospects.

Keywords y—glutamyltranspeptidase; catalytic properties; y—glutamyl peptide
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