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28 # '] (Actinobacteria) \VadinBE97 [] | i [C FH ¢
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XUEZ ¥ 1 J& (Bifidobacterium )!®",
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(Lactobacillus reutert) t— 25 F| B il H Sk (1) 7
WSO T R BN SERE . Li R S AR A
R RAE TSN T U Ve M G R 2 L3RR e R,
RFFER . BIR e FHFTR E R oK & R
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TE 55 RS2 e BEF e b B it B 4<% GH13 \GH77 #H
5 BB K e LA K GHI3 Y45 E M 45 S i b
Y15 B0 [F R B2 19 FF =2 # Mukhopadhya %589
WS IE 4 bRk BN S8 09 A0 99 B BRI R
Pk (1.2-63,1.2-36,5AMG, J2 ATCC 27255)##
R () RS FEMRAE T,

Walker Z55%f 14 44 ## 5 M IR E R 24 h
FAFWAED AT M, K IUAEREZ 5 i RS3 1K
B, £ 2 ZAEEE AT 60% RS K98 & B
(53R 69%F 65%) T HE 12 2 & EE HA D
T 4% RS KR4 A& I, i qPCR &l i 2 £ i
P S A v 1) A TR 1 BRI Ze 2510
R Bk 1 £4K RS KBS & RIRA M
P RS A TGO S KA S, AT B — 2P v RS3
(RSN K BERE T | Ze SEUOWBIE ST I8 J2 R, K A IR
B R 4300 5 Z BT A B ST R B
FRE L [ B 9% 05 , RS2 5 RS3 IR B E 18 =
(5 FPRERA— R IR ), TEBIAR R H Bk
T ) 38 e 3 AP R X RS2 A1 RS3 A FH 7 I 4
SR, i — D R WA TR BRSO A R
Mt 245, H AT v 3 i S o] AR B TR R
T REN, Mukhopadhya 5™k 31, 1 A [ 5 2K
P 12-63 A1 IR B BRI 1.2-36, i [CUf H Bk
ATCC 27255 A G H BK W SAMG 047 QR 1 Bk
P YE282 775 RS A9 M2 R 2 3L 15 9% 48 h ),
RS2 [ BT 2R 20k 77%~89% , i RS3 1) Jl b
HRRN T1%~87%.,

5 XA B X5 E ¥ B BE R A

WG ¥ B (Bifidobacterium) & N 25 g i W i
W S J 3 22— SR il e TR 1D o 22 G BH P TR A
AR WA B b, 7 A AL RUB AT 2 U K
R R R 2 — 1 SUBCHT B A Sy et v ¢y
() FE LR 10 S 5 T by I REREAC U R
& B IR A AR i AR

G S PRI AN Z I H il , iE
XU T P ) 5o 5 i 2 T A BB T % U A
ORI S AP TE B AT b 2 OB AT B A
T W FORPTETVER 4 FJE , KB ZEAE i SUE T
BRI R R (10.42+0.60)1g CFU/g i ] 4500t AR 41
[(92120.65)lg CFU/g 3448 [N T 12 lg CFU/G™,
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The Degradation Mechanism of Resistant Starch by Human Gut Microflora

Wang Fuxiang, Mo Jianhui, Hu Xinzhong, Ma Zhen
(College of Food Engineering and Nutritional Science, Shaanxi Normal University, Xian 710119)

Abstract Resistant starch  (RS) refers to a group of complex carbohydrates that cannot be digested and absorbed by
small intestine and can be further fermented in the large intestine of healthy individuals. Studies have shown that the
consumption of RS confers a series of physiological functions and health benefits. There are many kinds of microorganisms
in the intestinal tract, the degradation mechanism of resistant starch by the intestinal microorganisms has attracted in-
creasing attention among researchers. The classification, structure, mechanism and physiological function of resistant
starch were reviewed in this paper. The research advances in the interactions between resistant starch and the intestinal
microorganisms were also reviewed. On the basis of the above—mentioned aspects, the degradation mechanism of resistant
starch by two well-known primary degrading bacteria (including Ruminococcus bromii and Bifidobacterium) and the role
of certain secondary microorganisms in degrading the RS were also discussed and reviewed in this paper. This study was
expected to provide the theoretical guidance for the development of resistant starch with specific metabolic function as
well as the rational selection of healthy food products with targeted functional design.
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