101 SR = T S Vol. 24 No. 1
H Journal of Chinese Institute of Food Science and Technology Jan. 2 0 2 4

IKFEmiE BB E K BE R RiR

? ﬁﬁ 1,2’ i%ﬂ. EEEI—J 1,3,4,5*’ 7}:@
("LEEFRFESFR L 201306
P EEMARLFRES B REFR L& 201415
RS E IRERA SR F L PO (RESEFRE) L 201306
CREK G DA B T REZA TS B 201306
S LR AL VRN FLEARS TS LiE 201306)

,Tﬁ 1,3,4,5

WE KPRELRBAZFTOMEDEENE L TRLRRAEERGH & B LA, LEF RN R, LT
K E T E R AR AR K S A ) A A R R AL S e b AR R S P LR A R M R
A WY RAEEAE P ARk R R R ey Rk e R R K E R TR A B MA G T B8R EE, R, AL
MR LF 2 7 W R M B 2 T R A R R R AL R R R R T A SR M2 R R R TS TF R
AN W5 B A 5 G AR R A~ B M — K e ST A R ) 64 P R R AR LR A A R A B L E 69 BB AL
) o BB SR R AR 20 5 3 R M AR B T A RIS R R R R R ARG 2 0 L E AR A 4B K R S B LI Y

16 4 ) 0 LT AR R TR R R B R R A
X KRB BME,; BBHE; KR
XEHS 1009-7848(2024)01-0407-11

K LT R R 2 AN A DR B
YIRS ESR R, e R A T I H A
ORI, SR, K7 Wl A% B DR 9 D A K fie
il 45 £ A T B8 SOAE T, B VAR AR
UG 2 AR A G B O E ] AR
T, A W H R T AL TR ) B0 7K™ i DG
J1 18] i St 25 AR AT AR UT I R IR QIR
TENCHE WU S, 32 B3R 3 D 48 T T 14
RO U5 SR SR YR RE ., — T T, DIE B8 L e K
BRI BB DR R | RE R W JBOAT AR O™ A P
FERWG L, AL —E e LR ™ i I R 40 8]
KAL) IR i 5 IE A, 55— 7T,
A 5 8 DL BT s %) L A1 25 A5 g s 2 o e oK
7 i B SR TR K AR K S R A BLAL S B R
B0 AR K il DI S WO Y 23 e Al (B

WK BH . 2023-01-22

BEEWE: Al &K a7l /& Z5 H (CARS-47-G26) ;
g TR TR AR I P RE T I
(20072292200, 19DZ2284000) ; - 5T Bl Z= 4
75 fiE 1 I H (21010502100)

FE—1EE . T, & WA

BIEEE. MR

E-mail: jxie@shou.edu.cn

DOI: 10.16429/j.1009-7848.2024.01.038

iV R A kA AT L SO HILE A5 R R A 2
AR 1 E A Huang SEPHA & T /s fa b
S0 () (0 2 6 W AT 5 AR S B R L R G
YRR Bfm 2 8] (0 DI |, JF 20 Ok Hh AT DA
F R 2 AR RO R AL B A, Li N
F ST AR A B0t 1 DI 4 DM A 7 P T e
T AT B O RO I RS A R (Inosine 57 -
monophosphate , IMP) i 177 Ji1He F AL 15 5€ 16 7= ) 1)
FRUER | T 52 e 5 00 J 1) i 5 55 B 2R 00 (L35
VI TRT SR LK 7 it B AR S AR I B R AR
S S A 7K 7 i b 5 A0 [ A 2 A v R A R
DL P D0 345 8 WG o] 24 280 B S50 A FR AL, 9 AL
ST AR A A% R OCIE P A BB T Ak AR
B2 (e A 0 A U X K i R SO A, X
HE— 20T K i JE VSCRL B O i) 00 B U A A
SR A R O i S B B S 2 3

1 7K 7= et HA (8] i A 4 R L

IR it A AN TR Y S B ) ol 2 0 R A A
DU W ST R 2 P A AR 22 e, I 34
FO AT AH S22 B 2 R v SO D B A R TR 2
BUREE JR  WR  E R R B RN,



408 hoE

i oF i

2024 455 1 )

TSI [ S, R 22 B 2 4 T VR RO 2 B T
Rek, T A= 7 BE 7 58 618 2058 2 8T i o 3 o Al I #, B
P TE WA ZE W R, I PR AE KB I s 1 K
P BB R T E SR AR, AR TR
PR 7= W) A5 BN S R 300, NS T R ik
[N (IR SR DN R D NG 2 I
TR K b A B A B S L, JTHE AR
AT JE i s, T IR 18] PR A T )
T TR 26 20T T A 85 v i AR B (0,,C0,) |
pH B 15 A5 DY 3R A SRR 25 S e TT RE AR TE Y
K ] s AT, S B R 2 Y T 9 B A T
P, ANVE V8 T TR KGECER B b B 5 B SR R
I 02 A A 7 L IR S 6 A TR R B 2
117 i BU PG T T R P T T | T s 7 A 4R
PR 15 1) AR 2Rk B P TR] A S T 1
U, PRl i AR R A R Y TR 7 T AR X
5T, AT Bl T — 20 B K ™ R TSP B SR
SBURT X 1 ) R i SR Mt

MBFFE T Bk F 2T 16S/18S/1TS 1 — Ui
7 P B R E BTz T A o T A 18] A
EYEREZREER T ST, O T — P85 ORI
AH A | FE 43 43 B (Principal component  analy-
sis, PCA) SFGE 1127 43 5 125 LA 2 o A 15 5 14 3l
3 BRSO AT Sy i B K i SO B A B
o ) K dle 5 25 BE S

2 KT S M
21 KFEmPERNRBEEYE
WEFE R A7 AR T oK™ b e B9 D0 358 T

TR AR, WM R . A B IR
J& R B R FLR b AR LR A T 2
R B S H BUB TR RE S UK SRR S SR A
X WA ERNRINA2Z5(F 1), 0T UEH .
5 A T A B G 3 B B R K . VK A
FEVKIR S5 A T B S5 JE BB, AT B8 g R AT 1
A A 23 R K AR R T A R B v
DB BT ISR S TR i 0 A T o i Az 2 R A
RGNS, HATHEIE — 7 1 R A K
e 358 W R Y L Ak B g e B o 168
rRNA I P AR g 2 PR F e 5 —Jr
T, A0 G S A R A B 7 X 7K ™ it DB A T )
DUHR 25 5Pk K rT RE VS K AR AR BIL R S R
K LA 98 B . 4 TR Ak B G K S )
Al A A B 0 D0 A0 R B R, i K
AR R B | BRI | KUK AR A A
b, DA 7R R A 34 B A R i 5 o R 2 T
N TESCIC M Li ZE00R AL Ge i P A 42 245 5
16S rRNA 3 K 7 43 25 20 A0 45 2] v% i 7 £ 1) 18
S WP Ry A TR A R R R TR | 8
T B — B L B R I A L3 B A K
PRI 28 6F B 1 YR [B) 2 K AR R ML AR
FRBAAL B R A KRR I
AR AN EIVE R . (A3 E B A, 16S rRNA A
I 2 AR AN BB 4 50 H T WL T D ) P 2 R
JC S B B AR KT 1 50, PR S Al
(10 5 DRI 7 4 R 25 35 28 2 e Ak S8 S K
PR M SR B, A T R

1 KERBRAREEREER

Table 1 Types of dominant spoilage organism commonly found in aquatic products
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Fig.1 Spoilage mechanisms of dominant spoilage bacteria™
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Fig.3 The formation mechanism of putrescine induced by dominant spoilage bacteria™
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Abstract Microorganisms of aquatic products have a specific succession regularity during storage period. Specific spoilage
bacteria occupying a quantitative advantage in the later stage of storage has strong spoilage potential, which exerts a sig-
nificant role in the spoilage of aquatic products. Based on the overview of the microbial succession regularity during the
storage of aquatic products, main types of specific spoilage bacteria, biofilm formation as well as spoilage mechanisms
were introduced, and it was concluded that related functional genes expression and extracellular enzymes secretion were
important factors for spoilage of dominant spoilage bacteria in aquatic products. In the view of myofibril proteins degrada-
tion, nucleotide-related product metabolism, and lipid oxidation, the spoilage pathway of specific spoilage bacteria was
expounded. In particular, it is proposed that the internal regulation mechanism among coding gene expression, dominant
spoilage bacteria and quality of aquatic products should be emphasized from molecular level combined with whole genome
sequence level, especially the mixed dominant spoilage bacteria. At the same time, metabolomics technology can be used
to construct metabolic pathways of dominant spoilage bacteria, and the interaction mechanisms among different metabolic
pathways should also be focused on, aiming to providing theoretical reference for revealing the spoilage mechanism of
aquatic products, targeting spoilage bacteria and adopting effective preservation strategies.

Keywords dominant spoilage organism; spoilage potential; aquatic products



