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1.1 #HR5iKH

WAL K 2021 4F 5 H DA DY 1] g #4055 M AN []
TR AR, I SEREK 30 43, I o SRR T
Mrifa e, B 100 4, A MESAS 5 30 4, Wk
h7 40 43, 38 10 Ll A B HEA T E il 2 H 0T
o WS B R IEAT T o BLARTTE 4y
PRUE UL 1, Fiefs o 90 4 it 3, O
o5 A B.C.D E, M5B WK 2, TR
HORE AT I — D GRS B
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Table 1 Pickles sensory scoring criteria
R B ¥ B9 — & £
&iF e REFA EWOLERFRLE P N BN ) 4 & EE R
(30 ) (30~26 %) (25~21 o) (20~15 2°) (15 2 2L 7F)
A KA AR SR KB A AT B BH A, Rtk TR AR
(30 o) (30~26 %) (25~21 %) (20~15 2°) (15 24 T)
ok Bk A S L A E T BEEE AR KA, SR SR BRI EU EUNAD W IE L N
(40 o) (40~31 %v) BT % BJE R & DA
(30~21 %) (20~10 %) (10 2724 )
£2 HEER 1.3 Tk
Table 2 Sample information 1.3.1  FALFE RN E B 25 mL A SRS H pH

AR S H&EmS A/ R R
w9 1] A AR T B A 1 SEEY |
)l R AR K BB B 2 SE2EF |
)l R AR K BB C 4 SE2EF |
w9 )| R AR IR AR K D 2 AT
v )l AR AR A B E 3 SEEY

SRR I K B R R b A TR S
WAFEA R (B M s 90, 1 24 4R A A 2
RIABRA A FLR FHIR LR AP ETR A1 1R 3%
MR R B LGC A W] ;OMEGA 11 DNA
&, % E OMEGA A ] ;MiSeq Reagent Kit
v3 A &, 92 [ Nlumina 28 A,

12 UFEHE&E

1260 #Y m S80RAH (1% AL, S5 [ Agilent 24 7] ;
pHS-3C %Y pH i1, B8 REAL AR ; ABI-2720 !
R A HE X SV AL , 36 ABL Al ;Bio—Red H 7k
1%, 2€ E Bio—Rad 72~ #l ;1llumina Miseq Ul /7 4% , 52
& lumina 23 A .

T E AR & pH (™, 2B GB/T 12456-2008( &
dity LR BRI A ), SR FH TR TR v T R R
Rl R E A E S B GB 5009.44-2016( £ i
A E FKARE B P AR I ) R R Tk
st
1.32 AHLBRAGN 28 Liu 9% )ik R fE &
W, WL S mL SR REK T RO T 75 Tl
AL FE 12 000 v/min #5 0> 15 min, B 1.5 mL ¥
WY 0.22 pm (8 B8 8 28 SRR AR

5% 5 . C18 (i M (Zorbax SB-AQ,250
mmx4.6 mm,5 wm), FEAMEGIEE KA 210 nm,
TN AH R 0.02 mol/L B iR — 24— 2N (99:1, (R 1
Fe,pH 2), ¥ 0.8 mL/min, £ 25 °C, #EFE N
10 pL,
1.3.3  DNA $2 R A BisE X i (PCR) Y™ 3
W HC 20 mL 37K, F 400 r/min &0 10 min, HU
VW, T 8 000 r/min B .0 10 min BUE V|,
OMEGA 1 DNA 7] & (D5625-01 ) 4 it 15 Bl
PALICRA L 4] DNA FF 5 A6 A7E 7E-20 °C. R IE
6] 51 ¥ 338F (ACTCCTACGGGAGGCAGCA) il j2
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[ 51 % 806R (GGACTACHVGGGTWTCTAAT) , %}
M 16S-RNA 1) V3-V4 X I3t 4T PCR §"3% . %
PCR IV T F4) i 43 e & 58 e, 76 PCR Y 1 F 98
CHIALME 5 min, i A DNA FE43 7280, 2R I 7F A
PIEPESA , TER—DEH T, 5T 98 CIR4r 30 s
AT AR P | SR I B T R B 1) 53 °C, P4 30 s, il
1) 5B T AR K 7R 72 CLRHE 45 s, 1514
FERIHR b ZEM A % DNA, 58— NS, BRI
25 Y1 DNA R BE ks R, e, 78
72 CHEHF 5 min, =Y iE 524 4 CARAF,
BE, i IE [ 519 1TS5F (GGAAGTAAAAGTCG-
TAACAAGG) M Jz a1 51 ¥ ITS2R (GCT-
GCGTTCTTCATCGATGC) , Xf E.1# ITS-V1 X I ik
T PCR ¥4,
1.3.4  FEPRWF 7845 R BEAT 2% B BE W BE
HLYK , VI H 1 R BESR JE L Axygen B B 11K 711
&l 3R B, kM Mllumina MiSeq ~F- &5
MiSeq Reagent Kit v3 i 17 Bk 2x250 bp M J¥
WY R IR AR v A R A IR F S8 R
1.3.5 AWMEE¥00 418 16S rDNA HH ¥
G LT Silva B RN, B TS He P ¥ 51 4T U
nite B S H QIIME2 2019.4 947, i A
DADA2 #fi {4 % J3 51 g 47 o ik 3k 9 | 25 & O A
BRI G R, TP ¥ 5128 54K (Amplicon
sequence variants, ASV)-5 mafft X kb, - H F 44
@ HA fasttree2 M RG A H . KM RDP Classifier
DU 5% 1009% 48 UK -1 ASV AR 2 )7 571 i
T2 00 BT o R T 53 262 M 57 T %
1.4 SHitHH

I H M E 3 R, 45 R LB bR i 25 3R
AR it G SPSS 26 HhEAT O 2200 b X
AT CEAS X6 R 95% ), #L A Origin 2021 b
AR RGN = PR 2R, WEYREE S
AR SR R R BT B IR & A0 G B vk, AT R
HE B (EEXE 2 99%F 95%) .

2 HREHW

21 AXEKELEE

211 pH{E, BRR& MBS RN E SR
(Total acid, TTA) FI pH {H 5 1 5% & P ik 72
A A R = 8, 2 S AR B PE R R

PR B3R 3 AT SR REK pH (ETE 3.27~4.71
Z I8, B FE i pH {H (4.71+0.01) & 3 (P<0.05) & T
HAY 4 OyFE S pH A (3.27~3.65) , = MRS 5T %
R K 0 pH (AR E TE 3.7 224, 5 A B A
FE—E, 5 ke AR & AR 3.00~18.90 g/kg
HA W 3k 22 5 (P<0.05) . 1558 & Wit 38 B K 1Y)
pHEM SR S RAEZSFME, TS MR
v REETZ R R A G,

RO EMERKAAREGENEEE, &8
75 JR 2 00 O B AR A R TSR AR A T
W YL SR BE AR R T I S FLA A I B 4 0], K 3
AL L5 Oy BE S ER S R 11.00~15.50 /100 g,
H A BRI ER 5 i (15.50+0.71 ¢/100 g) & 3% = T
HARHFE N (P<0.05), 1 B.C.D F1 E #£ i iy #h & 2
JC I % 2 57 (P>0.05) , S ik 58 R i 58 BE K i £
RO — B, AR YESE R LA B SR BE K
o B G W 25 R (P>0.05) , 5 A SR B K
N RREN, SAKI IR — B

® 3 ARXESKHELIER
Table 3 Physicochemical index of pickle brine

# o pH 1& BE/g kg a
g- (100 g)™
A 3.63 + 0.01° 8.73 + 0.89" 15.50 £ 0.71°
B 4.71 £ 0.01° 3.00 + 0.05¢ 13.00 + 1.41°
C 3.65 £ 0.01" 16.35 £ 1.92" 12.00 + 0.02"
D 3.27 £ 0.01° 13.92 + 1.22° 12.50 £ 0.71°
E 3.37 £ 0.01* 18.90 + 0.63° 11.00 + 0.01"

T« Al — 3845 R 51 R b /NG 52 B A 7] 4678 28 53 1 3% (P<0.05)

212 AUREENE R4 070, FEm PR
I B2 (Oxalic acid) 8 A R (Tartaric acid) (3
WHR (Malic acid), &R (Acetic acid) . FFE R
(Citric acid) (BEFAMR (Succinic acid) F1FL R (Lac-
tic acid)7 M HLAR . FLIRAEA [R5 BEK TP iy
22 SRR o ARG B RO (0.3020.01)
mg/mL, C #£ il & fEfe s (3.10+0.43 )mg/mL, H
ERES B AR 1.02~1.76 mg/mL Z [i], LR 32 %L
SR LR G SR AR A, R BRI
TRE R S AR R T, TR R 0 AR A 1 TG 3 9 S5 e 11
AR, EER A 2.62~5.37 mg/mL, K D 1 E
A R A T HVE AR AR (P<0.05) . BRIA
iR & iR 5.35~7.42 mg/mL, Hob ERE B8 AR &
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[ (7.42+0.18)mg/mL ] 8 & & F H B A 5 (P<
0.05) ., R A1 BE FWR th J2 0 3% v 5 22 19 KUk 9
JoT, FE R PSR SR SR, PR i SR B TR ) S
e 308 5 1R o XIS A R AR B B HA R e A SR R
Kz 1Tt JE SRR S 2 R AN SR
I E — B, AR &N 0.09~1.35 mg/mlL,
Forbr BRI 3 TR FE L (P<0.05) , A
FES P RK Y, CFESY C R [ (2.89+0.04 ) mg/
mL]F1 B £ 5 208 & & [ (2.50+0.05 )mg/mL] it
Fim T HARR (P<0.05), FPEIR & B 0.59~2.

14 mg/mL, # i Z [ 4778 1.3 22 5% (P<0.05) . 141
B . MR IEIR 1Y 7 A TR R S B 2R )
5 AR R OB IR Y I, T 3 SR A A Y XU
B MEA EEAEH], A PR R A R
SRR Ay IR R B B R 45 R T 22 A R /N, T
9 D ML S A L9 PR | 22 Rl BILIRR 3 (W] 4R
FH AT o S XUBR SE I #n 5 o WF 98 K BUAE
Hh R R B A A TR I (] Y B T ek b, T LR
55 R B ] BAE LU o A TP AR & i AN A Y
J B, AT RE R JEOREAS [F] A GAE P 20 2% S e B2,

x4 BARFKENERE

Table 4 Organic acid content of pickle brine

H ALER 4% /mg- mL™

H AR E ok AFAE
A B C D E
N 08 R BR R O 2 3.31 £ 0.06" 3.29 +0.09 2.62 +0.06 5.35+0.08 5.37+0.15°
B G BR w8 R R BR R 3R 2 - 0.09 = 0.01° 1.35 £0.03° 0.88 +0.10° 0.12 = 0.00°
F R Fbe 0.67 £ 0.02* 0.08 = 0.01° 0.22 + 0.00° 0.52 +0.18" 0.77 = 0.08"
R R B R 0.38 + 0.00* 2.50 £ 0.05" 2.89 +0.04° 0.36 + 0.00* 0.96 + 0.03"
A A R Ao e B AT 5 R 1.67 £0.01" 0.97 £ 0.02¢ 0.59 +0.02° 2.14 +0.05° 1.21 = 0.04
PR30 BR BR (%% 5.35+£0.09° 6.18 £0.24 549 £0.11° 5.92 +0.05" 7.42 +0.18"
FLEz BR R F Ao 0.30 £ 0.01° 1.76 + 1.24 3.10 £ 0.43 1.02 £ 0.34" 1.47 £0.12

TE = RAE N R — 8 br , FATJE bR /NG 70 AR R 3608 22 53 W3 (P<0.05) .

22 BFBKBEWEE
2.2.1 Alpha Z#M 5081 K MiSeq WY J7 2%
X 5 PR U o S BE KRR S AEAT 408, AR RE S Y
P37 914 4K (Amplicon sequence variants,
ASV) Bl 45 AR R, AnEl 1 TR . B R S A
JP R T B8 7 A 38 80 (Shannon ) 32 8 38 i, Hh &
BN L TE T, $E R B A R R AT DL
FEHLSEBEKRE S R 2800 TV, OF HLRB IS 4R o8
e M S WU S AR W R VR 22 R

Alpha Z £ 248 JR #8351 £ 55 N 1 W R e
F & JE (Richness) . Z # P (Diversity ) #1 34 2] &£
(Evenness ) %5 J7 0 I F8 B 0 BEHE 4 1 VEAL T4 9
HEPE 1Y alpha ZHEME, DL Chao 1 F1RTREEY) Flids
BRIEEEE, AR REEE S RIEARIES
FEPE, 5 A1, A BYZHTE Chao 1 F54(3 445.56+
104.77) FAT WL R4 558 (3 199.30+194.40) &b =
T HERES (P<0.05) ;A 140 T 7 A< 15 50 (7.90+
0.24) F1 27 T 7 48 %0.(0.97+0.00) & % & T H e #t
i (P<0.05) . A WA Z M ds B Fl D Y EL A

Chao 1 8 BRI A] WL EE 1 Fh 46 B o & 0 T B A
i (P<0.05) ;B 1Y K I& 75 A& 45 %1 (1.51£0.08) Fil ¢
T ARIE%0(0.50+0.02) &8 2 15 T B FE 5 (P<0.05) .
FEFCIR 51, B I D BB S R E 1Y E
WEMRES THREN ., Z5F B TEEEMEZH
PEBIFE AR, A RE I SRR T B 40 A =
Al Alpha ZFEPERCH ZE I, T D AR & I L6 = B
Fl Alpha ZHEHERCNFEH W] REJE RURHRT & 8% T
EAR FEA R K B RE & EME
FEPE

KRGS R A [R] 2 b AR A 45 b 20
£ 100% 7 5 AHALL K- /9 ASV AE {5 B 41t
2 T SR REKRE S 1 5 LRI [ 2a R AS TR BE
) 4RI 7 15 REURL A BRI B R A ASV T 513
AL B RESR S A AN ASV 217 4, C BES S A AN TE
ASV 150 /~,D BES & A A ASV 150 4~ E KE&L
214 A4 Ho 5 FpRE A 0T ASV 4 4 A FE
ETHMAE ASV B H R Z , im KT HEARF,,
5 Alpha ZHPEZE R —2, &l 2b R AR BT EL
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Fig.1 Rarefaction curve analysis of bacteria (a) and fungi (b)

x5 ANXEKFHEY Alpha FEERBM S EFERY

Table 5 Microbial Alpha richness index and diversity index in pickle brine

A A B C D E
Chaol gl 344556 + 104.77* 171.34 + 33.38" 161.89 + 8.15" 190.52 + 6.04>  240.88 +23.89"
N 8.34 +2.24¢ 26.03 + 6.48% 10.35 + 4.34¢ 30.67 = 10.05° 18.81 + 3.60"
BRI EE T an 3199.30 + 194.40°  155.07 £ 27.17" 156.20 + 6.39" 80.93 + 6.43" 228.63 + 19.26"
N 8.23 £2.22° 25.10 £ 6.52¢ 10.07 + 3.94" 29.60 + 10.02¢ 18.57 + 3.46*
R I a 7.90 + 0.24° 1.01 = 0.07¢ 2.34+£0.11¢ 2.21 £ 0.04¢ 345+0.12"
N 0.19 £ 0.08° 0.06 £ 0.03¢ 0.03 £0.01¢ 0.76 + 0.26" 1.51 £ 0.08*
FE AR £l 0.97 £ 0.00° 0.21 £0.01° 0.49 + 0.02¢ 0.57 £ 0.00° 0.69 +0.01"
N 0.05 £ 0.02¢ 0.01 £0.01¢ 0.00 £ 0.01¢ 0.30 +0.15" 0.50 £ 0.02°
VE A — A5 6, AT BR/NG TR R [ 465 22 5% 1 (P<0.05) .
222 MEBEIEGEA AT 5 Bl SEREIKRE B

&y
'S o
) S > -
‘g 5 A
c N
] <
D )
\hb c 5 .
C % o
s w
(a) (b)

B2 BAXSKkEREEEE(QMERNE(b)FERHE
Fig.2 Venn diagram of bacterial community (a)

and fungal community (b) of pickle brine

J7 513 = RDP Classifier DI -3 80y X 100%4H
RIS ASV AR R TN 04T 325, IR REA
(YRR G T BEHT 10 $EAT 532825201 . 7ERE Vi 4k
SIHTHR AR KT 1% R A R
TENIKAP b A G iR Ll an 35 6 BT, & 3
s B.C.D.E P FE HEEEH ] (Firmicutes ) 41
B, ¥t 99%, i A fEM S HTE 4 MR
R JEERE R T TAHXS 2 B8 Oy 22.64% L 1i0A
PAFRTT ERWETT LR, 2505
71.27% ,2.08%F1 2.17% ., 82527 F e i i 5
RN ISR AT GT , S BB BE TR | 2 38 K 1)
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PEFATT, HAR SR FE 45 R AH IR

TEJE 43 2K F b RIS L AN 6 T,
S BE K TP A A1 T R 322 LA R (Lacto-
bacillus ) 1 BR 1 & (Pediococcus ) . B Al C RE &1
20 A T R YL, EELAT TR Y o L
99.17%F1 99.95% ;D HI E FE S EARML, Hrb D FE
i R ER TR 9 5 LR 97.09% , FLFF R E 9
N 2.27% ,E FEGL I ER RS I 5 O 78.29%,
FUAT G B 5 HE ol 18.93% ., A R i 14 A AT AV 4
N CHE (Prevotella_9)41.33% AUFT 1 &
(Bacteroides)15.98% . R AT & J& (Muribaculaceae)
9.94% FEFT W & (Faecalibacterium)5.94% 5 HL kT
B J& (Phascolarctobacterium)3.67% . F. ¥ 7 )&
(Lactobacillus )2.81% . Jott &l J& (Agathobacter)

1.70% . 75 K I8 (Alistipes ) 1.42% , 3x 7] fig & Ho iy
S 1 SRR RN B AR R R )5 U I RETE AN TR
BB 126 Bl LK SEAT ORI, B LFLFF 1A
& 2 2 X A0 B TR S T R LA TR L A ECELAT B L
FLFF R A £ B R BRI 4 FhFLRR R AE T A FE
HRE KT 90%, &SR R K FE S B RO T
ot o ol £ S UEE figt M VO )1 6 5 % T o A v ) 40 R
ZREE R I FLAT B A6 & B v 3 R0 s 1 4 2 4
SO L FUAT B R AR BR R LT R &
P L S A S R W i, 7 R T o AR AR 2R
K7L IR BEAL pH {10614 35 &, JF 77 A 45 b
IUBR W) 5T, e 2 A% 8 T £ i B AT HARRAIE XL
%[3&31]0

®6 AEFEBPHEEEIKENEKTEF LMK

Table 6 The composition of bacteria at the level of phylum and genus in different samples

»EAT £ My A o A8 X F B /%
A B C D E
KR J6 BRI 22.64 99.36 99.98 99.96 99.69
AT 1 71.27 0.07 0.00 0.00 0.02
EHE I 2.08 0.45 0.01 0.03 0.26
AERE 2.17 0.02 0.00 0.00 0.00
R 0.71 0.00 0.00 0.00 0.00
EHN 0.24 0.07 0.00 0.00 0.02
ZEEI 0.29 0.00 0.00 0.00 0.00
¥R M 0.09 0.00 0.00 0.00 0.00
BRATTE 11 0.08 0.00 0.00 0.00 0.00
R A - WA E ] 0.08 0.00 0.00 0.00 0.00
* e 0.34 0.03 0.00 0.00 0.01
&K F AT H B 2.81 99.17 99.95 2.27 18.93
K 0.01 0.09 0.03 97.09 78.29
$RH B 4133 0.00 0.00 0.00 0.00
AT S 15.98 0.00 0.00 0.00 0.00
RAT 5 9.94 0.05 0.00 0.00 0.00
E i 5.94 0.00 0.00 0.00 0.00
FREAE R 3.67 0.00 0.00 0.00 0.00
T AT S 1.70 0.00 0.00 0.00 0.00
B AL 1.42 0.00 0.00 0.00 0.00
BRI AAE B 0.80 0.00 0.00 0.00 0.00
* g 16.41 0.69 0.02 0.64 2.78

VE MR NT 1900 F B,
223 EHBEESEA N 5 FROR TR SRR KRR
s FE A F RDP Classifier D1 EEXT 1009%4H
UK ASV AR 2R P8 3474325, I REA TR )

AR 2 BE T 10 BEAT 732K 2 00, FETTKF B
FEMmREE AN 7 Fios . KB S M SRk
14 2 Xof A0 4 TR RE 1 2E T8 T (Ascomycota ) , AH X
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F B 4 9 A 99.99% ,99.91% ,99.99% ,99.92% I
99.99% , it A M b i (1) $HF 18 '] (Basidiomycota)
R e W12, i H AR 2 22 008 K, RWITET]
IR 5 Tl SR BE K R b 1 1A B R o e 22 )
AN ZEE SR 1| b X SE A I A5 SRR L T
WS AR WSS R 5 B I TE T3 1) o 48 % 4
PP LA R 99%LL L 5 AR SR 5T 45 A
] 5 B 5 A7 S PG 48 [ R & TR 2 14 0 S F 5 45 21
KW FRE DR R TR, wH xS w R &
ik 8] 77%Vh I SAM S 45 A — 22 57, vl fig
BRI R AN A Ik

TEJB 5y 2K |, HE R AR 7 o

7 EE AR BE IR (Pichia) T8 A B .C F1 E B i b A
X2 BE Y 7 e A 99% ;T D FE AL 5 AR 4 Fp
ZEM R, B AR R IR B 7 L B 0.76% , i ik T
Herea, #HaEwE R s i R bR
(Kazachstania) FNEEEL | B EE & (Debaryomyces ) ,
i H S 80.28% Fil 18.44% , L IH W B & SR} R
[, RN AEE AN [R] & B I R) ok 25 D s rh &
ILEE SR T ) g 2 H A ) DL 3 B & s Rao S51O7E(R
GRS MESRT RO K ERN BT, IR L
Ja& I B L FE R 96.23% , 5 A 4
AL,

R7 AEFERBFEBEETKFEREKEE K

Table 7 The composition of fungi at the level of phylum and genus in different samples

y My o A8 2 F R /%
5 FKF F & b AR
A B C D E

17K FEBAN 99.99 99.91 99.99 99.92 99.99
ZFHEN 0.00 0.03 0.01 0.04 0.01
a1 0.00 0.03 0.00 0.00 0.00
FE 0.00 0.00 0.00 0.00 0.00
LEEN 0.00 0.00 0.00 0.01 0.00
@ B I 0.00 0.00 0.00 0.00 0.00
FHAN 0.00 0.00 0.00 0.00 0.00
* kg 0.00 0.00 0.00 0.03 0.00

o K g B 99.20 99.73 99.78 0.76 99.95
v LTI BB R 0.65 0.00 0.00 80.28 0.01
i B 0.12 0.00 0.01 18.44 0.00
WERE AR 0.00 0.00 0.00 0.29 0.00
B2 BB 1 0.00 0.14 0.00 0.00 0.02
R R B R 0.00 0.00 0.00 0.06 0.00
AT 0.00 0.00 0.00 0.03 0.00
A B 0.00 0.03 0.00 0.00 0.00
W & 0.00 0.01 0.00 0.01 0.00
T ABRLEEE 0.00 0.01 0.00 0.01 0.00
* g 0.02 0.08 0.19 0.13 0.02
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2.3 MBHMAEMMIBLISHNEEES
LSRR A 4 5 B R =2 TR 1 A G
PEULIE 3, LA B S FLRR B B3 IE A OE G R (P<
0.05), 5 £ B A 2 IFEAHC O R (P<0.01), 5
PP IR 52 B 35 1M DG OC &R (P<0.05) . LR 141 RE

B R Ry T, I R ZL R ™ A i R E
KIR . Ye SECIHF ST 1A W 5 ) BROABURUR R 1 11
KER, KR 5 A IR (LR IR IR
IR AN SE SRR ) BA = BEAR G, AT 53 & it
LA 3% IE A 6% (P<0.05) , BRFT B & — Fh A 25
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Fig.3 Spearman correlation heatmap between physiochemical

characteristics and dominant microorganisms
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Analysis of Microbial Community and Physicochemical Characteristics in Sichuan Pickle Brine

Hu Cihai'?, Yang Xu?, Guo Quanyou®, Zheng Yao?, Li Baoguo", Fan Yiwen'?
('School of Health Science and Engineering, University of Shanghai for Science and Technology, Shanghai 200093
’East China Sea Fisheries Research Institute, Chinese Academy of Fishery Sciences, Shanghai 200090)

Abstract To determine the correlation between dominant microorganisms and physicochemical characteristics of pickle
brine. Analysis of the correlation between physicochemical properties and microbial communities was revealed, while the
microbial community structure was investigated using high —throughput sequencing technology. The results showed that:
The total acid content of pickle brine was 3.00-18.90 g/kg, the pH value was 3.27-4.71, the salt content was 11.00-
15.50 ¢/100 g, and 7 kinds of organic acids including oxalic acid, malic acid, succinic acid and lactic acid were de-
tected. The dominant microbial phylums include Firmicutes and Ascomycota, accounting for more than 99.00% of the to-
tal. The dominant bacterial genera were Lactobacillus and Pediococcus. The dominant fungal were Pichia, Kazachstania
and Debaryomyces. The correlation analysis showed that Lactobacillus had a significant positive correlation with lactic
acid  (P<0.05) and acetic acid (P<0.01), and Pediococcus had a significant positive correlation with malic acid
(P<0.01). In summary, Lactobacillus spp. and Pediococcus were the dominant microorganisms in the pickle brine. This
provided a reference for the selection and breeding of efficient fermentation strains of pickle brine and industrialization of
pickles.

Keywords pickle brine; high—throughput sequencing; microbial diversity; physicochemical characteristics; correlation



