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Table 1 Chromatographic elution gradient
B 4] /min Al% B/%
0.0 20 80
0.5 20 80
2.0 30 70
35 30 70
4.0 55 45
6.0 55 45
6.01 20 80
9.0 20 80

FE A5 . F 25 HL B R (ST, 1 B 1L
IR R 550 °CL Bl 5500 VAR 35
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Table 2 Parameters of amino acid mass spectrometry
& AR Q1 Q3 RT/min DP CE
1 H AR 76.1 30.1 3.31 32 15
2 EE 93 106 60.1 3.56 41 14
3 AR R BR 150.1 56.1 2.31 35 23
4 Tl 28R 116 70.1 2.53 35 20
5 7 AR 132.1 86.3 1.93 35 13
6 AL BR 132.1 90 2.83 60 17
7 B2 BR 148 131.3 3.28 40 14
8 KA AR 166 120.2 1.92 36 20
9 R ER 147.2 84.1 5.03 35 23
10 y-RAET B 104.2 86.9 2.26 45 14
11 A FBR 175.1 158.2 4.87 48 17
12 & AR 205.1 188.1 1.96 50 13
13 B F IR 182.1 165.2 2.53 35 13
14 20 R R 156 110.2 4.94 40 19
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2 #x 01 Q3 RT/min DP CE
15 AR 118.1 722 24 50 13
16 R 133.2 70.1 5.09 38 23
17 & R 90 439 3.01 30 13
18 RETHR 126 108 2.62 40 15
19 B R A 132.1 86.3 2.07 35 13
20 £ A& B8 134.1 88.1 3.69 50 13.59
21 P 120.1 74.1 321 80 13.64
2 R ABLE 133 87 3.61 50 14
23 B R B 147.1 130 3.48 40 13
2% £ B2 168.1 122.1 1.91 35 20
25 -7 R B4 93.9 48.1 3.01 40 13.8
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Analysis of Amino Acid Metabolites during the Frying Process of Squid Precooked Dishes

Xu Dan'?, Chen Yunyun", Zhu Jian'?, Shen Hongli*, Zhang Xiaojun'*?, Deng Shanggui’
(‘Zhejiang Marine Fisheries Research Institute, Zhoushan 316021, Zhejiang
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Abstract Precooked squid dishes with different frying time (0, 5, 15 min) were taken as the research object. Based on
amino acid targeted metabolomics method, the changes of amino acid metabolites in precooked squid dishes during frying
were analyzed, and multivariate statistical analysis and metabolic pathway analysis were performed on amino acid metabo-
lites. The results showed that a total of 23 amino acid metabolites were detected during the frying of squid precooked
dishes. By analyzing the types of amino acid differential metabolites, it was found that with the extension of frying time,
the types of amino acid differential metabolites increased significantly. There were 9, 10 and 12 kinds of amino acid
differential metabolites screened from the three groups of squid precooked dishes (S1vsS3, S1vsS5 and S3vsS5), respec-
tively, and there were 3 common differential metabolites among the three comparison groups, namely 7y —aminobutyric
acid, serine and asparagine. By analyzing the metabolic pathways of amino acid differential metabolites, 9, 11, and 13
amino acid metabolic pathways were enriched among the three comparison groups, respectively, of which 5 pathways
were amino acid metabolism, 1 pathway was amino acid degradation, and 2 pathways were amino acid biosynthesis.
These metabolic pathways contribute to flavor and nutrient formation in squid precooked dishes.

Keywords squid precooked dish; fry; amino acid targeted metabolomics; differential metabolites; metabolic pathways



