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Table 1 DNA barcode primer and annealing temperature

HEY) B3l (5°-3") iB K% E/C A Lk
ITS2-F CGTAACAAGGTTTCCGTAGGTGAAC 52 [19]
ITS2-R TTATTGATATGCTTAAACTCAGCGGG
psbA—trnH-F GTTATGCATGAACGTAATGCTC 55 [20]
psbA—trnH-R CGCGCATGGTGGATTCACAATCC

1.3.2 F55 8 FIH Chromas 2 AT & F 75
W] AT 45 S 2 S B i EditSep 4 5

IR R T B R 81, IR T AN DR, A ]
NCBI (National Center for Biotechnology Informa-
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100% ;psbA —trnH J3 5 (447 38 1 2y 22 R0 5 1 2
FOH0 R 100%F1 88% ., 66 17341 fiHEE & i 1TS2 Al
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Table 2 The sequence analysis results of 4 species of Dendrobium

N ITS2 psbA—trnH
e J7 31 K & [bp GC & %&/% 73 K /bp GC & %/%
AN kK T it 246(246~246) 50.81 744(744~744) 35.08
E Lk E o At 246(246~246) 50.81 746(744~750) 35.08
=@k R B it 246(246~246) 50.73 744(744~744) 35.08
=N ek % Bt 246(246~246) 50.81 748(744~750) 35.07
AL At 248(248~249) 55.62 751(751~751) 35.15
A & fit 246(245~247) 53.57 757(757~757) 34.74
284G it 246(246~246) 53.66 757(757~757) 34.74
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Table 3 Comparative analysis of ITS2 sequence

variation site information of Dendrobium officinale

from four habitats

R4 ATFEHERE AR psbA-tmH F 5 R4 A
=2 LB
Table 4 Comparative analysis of psbA—-trnH sequence

variation site information of Dendrobium officinale
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S, RIS AR S 2 A ) R [ ARE  T8)0% F  A
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W SE AU R, TS AT B 58 13 A4 iRt
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G BUA HZAT TR AL = BEAR L, BOZ Y 5 A A6 R
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{E FH B8 47 FRERA B S50 3K 50% . A5 IE A% 51 4]
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UF i 28 0 (E BE A FEAS B 1S 0, AE ) Ao N 2
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fittd rh S E e A B, ok oE ke A s A
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LR T REGZ IR S Wy Rh R3] — |, [AAE R 5RIE
B RR X PR ST M 5 AR ST AN T DAAE S A
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A TR) JeE AR K B A Ak 18] 32 7 90 AR R AL BE B 5 0,
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NRFSE , 3 BUR] — 7= b A FE S AR A 5 2 25 RN
BB, A b RBP4k 5 A it 11
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Abstract To identify Dendrobium species and to analyze the habitats of Dendrobium officinale, the suitable candidate
DNA barcoding genes of Dendrobium were evaluated. In this study, the internal transcribed spacer 2 (ITS2) of nuclear
ribosomal DNA and chloroplast psbA —trnH gene were amplified and sequenced from sixty—six samples of D.chrysotoxum,
D.nobile , D.primulinum and D.officinale. The D.officinale samples were collected from Hangzhou, Huoshan, Yunnan and
Wenzhou. The intra—specific and inter—specific divergence of Dendrobium was calculated, and the identification efficiency
was assessed using Barcoding Gap, NJ tree by K2P distance. The results showed the intra—specific divergence of ITS2
(0-0.005) were obviously lower than the inter—specific divergence (0.070-0.228), and four species of Dendrobium were
also accurately distinguished in NJ tree. Whereas, there is no Barcoding Gap on psbA —irnH, and it cannot distinguish
D.nobile and D.primulinum in the NJ tree, and it can be used as a supplementary sequence in the identification of
Dendrobium. ITS2 and psbA-trnH of D.officinale from four habitats have multiple mutation sites, which have the potential
to identify the habitats of D.officinale.
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