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Fig.1 TVC of faces isolates with antimicrobial activity

during intragastric administration period
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2.4 FR7BkE DHO003 ¥/ FR A i1 A 21

2401 R A=BEEE KB 7 HEEEAER
(QC) My BB F i K S % & (TIC) . QC FEA B g
T R B AR, A5 (0T G A A I 5 B R AR B

W 7 58 5 10°
Response intensityx10°

O=NWAhULUAN®O

Fig.6 The branch of taxonomy of species
of E. faecalis DH9003 (YD) treatment group

] 1) A
FHEUIN
ViR

, VLIRS A e A AR 5 1R Y AR
LRGSR AR R i R dls mT Ay 22 7

L)
05 10 15 20 25 30 35 40 45 50 55 60 65 70 75

80 85 9.0 95 100 105 11.0 115

P B A i)

Retention time/min

(a) 1E & TR (Y88 7 U P T 3 14



104 OE A IR 2024 4E55 2 1]
54
52
50
438
4.6
i3
S 40
= 536
51
=g 24
= £ 22
i
2 1
=08
12
10
08
:
5
' 05 10 15 20 25 30 35 40 45 50 55 60 65 70 75 80 85 90 95 100 105110 115
P8 i il
Retention time/min
(b) BB TR T (98 B i IR o i TR
E7 QCHEAXAREFREEZESEE
Fig.7 Total ion current overlapped chromatograms of quality control samples
242 IEMER/ADNZAHFN AT AL A IrEN A AT o, 8 WAL PEZE 0 d A1 28 d

0df128dZEEEA 2R, KH OPLA-DA 47 i) OPLS-DA 155> F A 56 16, 45 R . &

F Iy 2

Principal component 2

FE 1

Principal component 1

ey 10 I __________ ' ----------- 5. |
05 S i
vn.oe //
r"” u
3 | A
B~ o 2
14 Q 0.0 2
& S
° e %
Y003
2
05
o)éz’Y
-40 -20 0 20 40 0.0 02 04 06 08 1.0
EM 1 AR
Principal component 1 Replacement retention
(a) 1 THE
e 1.0

05 ¥ -
00 A

-05

<
° !‘0\
&= &
5. 8
| im H

3,
2

RY
02

20 - @

E 0
EWor 2

Principal component 2

60 0.0 02 04 06 08 1.0

B
Replacement retention

(b) B A X

8 YD_0 VS YD_28 OPLS-DA &4 B 1 & ##&16 E
Fig.8 OPLS-DA score and permutation test chart of YD_0 VS YD_28



524 4 2 M

748 & Enterocin Y3 £ 33 R 78 B BE R R T AL 69 %A 105

ZH PR A BRI R B — 2, PR R A P B Y X
o L3 Bt S S S i €T - e vl
R?X=0.601, R*=1, (>=0.99, 71 & FH X T RX=
0.761, R*Y=0.999, (°=0.996, ixX 7 WA R a5 n]
ﬁoﬁﬁﬁ%gﬁﬂﬁﬁﬁﬁﬁ$ﬁiﬁw%ﬂi
T 6 SR Y RS 6 X A TR 4 T 396 A 7 G 6 DA PR IR
RUA ROPE | Bl 5 4 FLﬁWﬁﬁ%wa

MG BERIR (M R AT

243 ZRMRWYMTEE R H OPLS-DA VIP
> 1 H1 P<0.05 2y ki 2 M 22 S A0 7 6 4 o, 0
AR AL BEAL 0 d A1 28 d 122 AR, JLKG 1
22 S 254 R, Horp 124 R 3 1R 130 Fh
BETH, £ 1 8EBHERE DH003 b F 5 /N i
FEMEFP AR 53 00 22 AR

B9 R FI Q2 BT B, DLW IR RO A g U5
x1 MrERRWPWEHITE
Table 1 Partial different metabolite statistics

5 Rt VIP £ 543 (FC) P
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2 L3 6.79 0.35 0
3 £ F 6.58 1.96 <0.01
4 Sk F 6.49 5.49 <0.01
5 WL AR 6.47 0.09 <0.01
6 1-+ 7% & -Sn- K-35k 2 5, 5.90 5.90 0
7 (+)—a-%£ 7 B 5.74 0.18 0
8 R 7o RBR 5.47 9.13 0
9 E N 5.10 25.56 0
10 JR ek IX 5.01 86.76 <0.01
11 B-Te% & 4.99 6.62 0
12 a—B% B2 F By B 4.93 0.02 0
13 3 s & 4.80 0.02 0
14 S—H % H By 4.68 108.12 0
15 a-% F B T B 4.54 0.02 0
16 N-¥ A& -5 2 8% 4.43 341.6 0
17 I v B T B B 4.27 0.052 0
18 B F 4.02 0.17 0
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20 T B R B 3.54 6.22 0
21 DA ¥z 3.32 6.62 <0.01
22 d—o—# K 3] 3o vl B 3.30 0.36 0
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25 T A% P AR 2.99 2.51 0
26 = B v B 291 0.21 0
27 - A B gk 2.90 4.31 <0.01
28 B ] BR) 2.83 5.21 0
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31 = R AL B 2.81 27.1 0
32 I3 R 2.81 0.29 0
33 [y ASE 33 2.66 20.65 0
34 & 4B 2.57 0.25 0
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Effects of an Enterocin Y3 Producing Strain of Enterococcus faecalis DH9003 on Intestinal Flora

Modification and Metabolic Function of Mice
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Zhao Lukai'?,

Wang Yuan', Chi Hai'*
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Abstract To explore the potential probiotic effect of an Enterocin Y3 producing strain of Enterococcus faecalis DH9003,

about 15 healthy C57 male mice were intragastrically administered with sterile saline

calis DH9003

(control group, n=7) and E. fae-

(treatment group, n=8). After 4 weeks, the feces of mice were collected to determine the effect of E.

faecalis DH9003 on intestinal flora modification and metabolic function of mice. The results showed that E. faecalis

DH9003 were colonized in large quantities in mice within 7 days after intragastric administration. The number of the
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strain increased slowly and became stable at 7-28 days. By observing the pathological characteristics of the intestinal and
liver tissue sections of mice, the intake of E. faecalis DH9003 had a certain improvement effect on the intestinal mucosa
barrier of mice, indicating that the strain made the intestinal mucosa of mice denser and longer. Meanwhile, the strain
showed no pernicious influence on the livers of mice. The intragastric administration of E. faecalis DH9003 led to the
different diversity of the treated group, and became the dominant species among different groups. The supplement of E.
Jaecalis DH9003 had a certain regulatory effect on the bacterial community structure modification in the intestinal tract of
mice, and the modification at the phylum level was the differences of relative abundance between Bacteroidetes and Fir-
micutes. A total of 254 differential metabolic substances were detected between control and treatment group, and 124
differential metabolic substances were up-regulated and 130 differential onces in turn were down-regulated. The enrich-
ment analysis of KEGG pathway showed that the metabolic pathways with high levels of visibility included ABC trans-
porter proteins and protein digestion and absorption pathways. In summary, E. faecalis DH9003 could be colonized in vi-
vo and effect on intestinal flora and metabolic ability of the host in some degree.
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