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1 MBE7RE
1.1 RS F
111 ME MWESREREZ M TR (1
ERIRAS ), - L B TR A B IR AE A H o
PR AN e A 2R MR AR TR (Listeriosis) ATCC
7469, K 7 FF B (E.coli) ATCC 25922, 4 ¥ {0 4
% BR W (S.aureus) ATCC 12598, ¥ 1] K &H
(Salmonella) ATCC 13314 W T HREMAEY H
PR
1120 R sisky 258t v AR IR Eh Wy BkHs
IR RG] R R ST (PBS 28 b
W, AR PRI Dy B A BR AN ] 5 i - A, S
[EE TC & W&, B @ RUEY TR T
JEL T Pt o U 80, ] 24 4R Ak A iR A BR 23 ]
1.1.3 KRt MRS WK 77 5 LB WK K5 97
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B T ARA YA MR A R W s MRS [ 485 77
JE. 1a) MRS WA BE 55 B s 1.8% 1 B HE
MRS-CHOL W AR K5 77 5L . FRUL MRS 5557 4 54 ¢
BC A 1L AR R SR 5L, ) LR I R 1.0
g, i 20 mL, A4+ H4E 3.0 ¢,

1.2 UE{5&E&

JA21002 HLF K-, il 5k 1H Rl 22 A%
£ PR\ F) 3 PCplus384 FigbRAY , 55 [E Molecular De-
vices /2 Fl ;FiveEasy Plus % pH 11, #4578 —4EF
AN (B ) AT BR S W) s XSP-10CA A9 8 i 5%
VAR R AT A FRA B Quattro S MR H
HL 5, FE R R B A v s Thermo 1386 4= ) %
A, FEB R B 2 A s HS-250HC-11 18 i
K gedh , B -ta Rl 2E R A B A 7] s DICO AL 55X
2 AL, Thermo Fisher A FR /A Al ; LHS-24B K B
By, FE AU RS A A BRA R LC-10N-50A %
TR, 1 ) RALES R AR A A
1.3 A&

1.3.1 FLBRWE B E A0 g MAA AT 48
FE S WA MRS B3RSk rh, 78 37 CHE B 57
24 h, HU 100 I ¥ 55 F1 145 A T 2R A7 00 B 7 TR
SR MRS AR R F 37 CHi 5% 48 h,
TR PR TETE A, BORL (i |k R 4 K
RPN R AN REE T 2L, &
HECHE DL A T 2R 0 45 2 T 0 ) 0 L IR A R 43 28
FE ST ) Koy B FL IR T R AT B A M
Y El,

1.3.2 FE AR B pR bR Ok S5 SRR SR O
M LA e SR LR B R 3% 1z Fh i 4 A 2
MRS-CHOL ¥ fR 5 77 F b, 37 CHE IR BE 5% 48 h
J& B0 (2 500 t/min, 10 min) B _F 75 &, K 4B 7K
TP T ODsso MG E . DARFER Y
MRS-CHOL ¥ 1A 55 5 e X B, AR A= (1) 3
AR VL e B

JIF B BR 2R (%) = (A - B)/A (1)

AP A AR 15 55 5 1 IEWAE 550 nm
WAL OD H s B A4 A 1) 15 3% 0 15 W AE 550
nm AR OD 18,

1.3.3  XF i IR &k A B P BRI i S R
SR T YA I LA SGH B pH {E R 2.0,2.5,3.0 il
3.5 1 MRS WA 85 75 3L DL I pH {4 6.6 H. 233l

#1,2,3 o/L 4 HERE MRS WAREE 32 3E L 1%
= 1| R Ao =l O N [ R G £
MRS AR #2337 CHEEEG IR 24 h, BUAE
00 s B A B0 B 100 WL B8 VR R AT S RO A, AE
37 C T #5595 24~48 h J& , 85 1 7% B0FE 30~300 5
FE P P B AT 1R 95 T4, DA+ =5 s TR 7
pH {4 2.0,2.5,3.0 1 3.5 i) MRS & A 85 77 3£ LU
K pH 6.6 HE 1,2,3 of/L 2R IHER &M T A K AF
50, TV ) DR 255 vl 5 356 4 198 JHL 8 TR AR A T R
1.3.4 S 7 REMRAIGE 2% X0 AR 7 ik
LA A 2 ) 7 R M4 A B B TR BR LA 1x10°
CFU/mL 1 3P it e Pl 14 25 W e b 97 0k R %
i % 36 h(37 °C.120 r/min) ., 4T 0,12,24,36
b IBORE RS I ARG %8 2 B2 1 pHL B 10 5%, DLAE R
25 Th I A B LR LR T O R il AR Ak
M2k, 2 ™= 2 B 7 ek i) ARk

1.3.5 16S rDNA JFEP [F] U5 2 B o 0 22 79
s FLIR A, HEAT AR, 2% F M A Y
KA RS A #E4T 16StDNA B AP 2 . B W
A0 Ty vk F Bk DNA 745 21 (0 B8 Wk 7 91 7
NCBI W3 b g A7 [F) W5 X b 4 FH A 42 6 3 A1
MEGA 11.0 34k #h) 1 R Ge ik b

1.3.6  PARAIEE M E 2 R 0 A 7
e, W0k 0 LR R LA R R B TR R K B T T
ATCC 25922 ffi I ~FAR R4k, F 37 CFER
g% 48 h Ja 41 B0 S5 1A v i % ] LA TSI i
SR JiLEY

1.3.7 MRS R M E P F BUSEHEm
S AR /35 E CLSI (Clinical and Labora-
tory Standards Institute, CLSI)f5e#rhRIFR#E, £
PR RAUERIIER BEE AHER.
RKRBR ARE UAE T HERME TG,
Z: BT 485 S50 J7 1, SR AR R 9 IOk 43 B AL
iR % Hp 5 1 S F 14 R 4 LA BRI A R U |
H A F X BOE KA T WL 0.1 mL W R A T
KA G MRS R AR L B 1A 3l 2 i o 45 17y
DXk, FH KT e 14 55 e IO [) 1) 245 S04 i
TRA XL, DO A: 2 0848 7>k xf BE )
F DL AE R 45 rh i 18 Hh 1 e L bk 2L R T A0 R
T 37 CHHIEE;FF 24~36 h J5, M40 0 JE B4
FHidsE,
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1.3.8 BRFRMYIMTEAE S KRR
ZEMTRR TR . VD) R B N EOR P 4 T 0 R A BR
35T LB 855 b AT I AR, 43 0 RS B0
B 100 L #2345 T MRS B FM b, fF T
J& , FE SR B 35k b T ERCE AR AR AR A EAR
A3 — B 0.1 mL, 7 37 CCFH 5 5 24
h, [V DATE R 24 v 0 28 iy HG B L bk 2L R TR A
Xof HE A R P AR e SR
1.3.9  WRARME Wit 52 el e AR A I G
SRV J7 1 HEAT R T A7 M 2 L KA R R (1
mol/L), 5 10 ¢ H & HEFHE & AN T8 W, i H pH
H Ry 2.5 JF AT KF AL, 2 1% AL b F Y
WA 7E N T8 Wl h i 78555, 7£0,2,4,6 h 47
SVIBCRE 38 3 P A3 B30 T A s B D B AT R
B (2) I B R TE N T B W b A7 R

TG R (%)= (g NJlg No) (2)

KN NAREENT BB AT h 5
FETE M, CFU/mL; N, R 0 h B 20 FF 58 1 3% B8
#,CFU/mL,
1.3.10 HHEMEKE R ASREINE =%
TR SIS 7 3k i LA CHE | SR A TR Al ) ok
(bacterial adhesion substance , BATS) il % i 7K ¥4 .
RE 9% 24 h WO W PBS 28 vl (pH=7.2) B .0
B2 WH 3 A PBS i (pH=7.2) IR 4 I K
600 nm 2 EAE R 1.0,18 8 Ao F543 1L 0.5 mL
S BM5 05 mL () —H 4 | ZMROBRIR
A WER AR 2 min J5 = IR FE 20 min, FFIR 5K
Gy AR, IBCT T2 AR DI E U 600 nm Ak 1 S
H,100 AR B ) THE AR MK % [ Z
2 YRR AR Ty ik R TR RR () B SR D AT N E
BRBAERE S 1,24,48h J5,H 03 mL |
TR I K 600 nm Ab I 72 W OGAE I8 A, Hi IR
N () BRI A BRI,

BLKH (%) = (1 - A)/A,) (3)

Ao Ag b 5 A L RNR G 0w A K
600 nm b & P WOCIE A A HLE TR G 5 W
WAL 600 nm A0 I 19 W 6 (E

HEER T (%) = (1 -A/A,) (4)

A S BFRIAE O h B AEDE K 600 nm 403
I WOGAE A, S TERT [R50 51 2 1,24,48 h B 7E
K 600 nm A0 ) IO AE

1.3.11 WAREM BB T R a5 5R 24 h LR
TR PR V4 B8 Huang %5 1Y) J7 25 1 2% 459 il i % 4
ai, TS WS TR R R B P R
1.3.12 WHRMAERRSEEIMENE 2% T ®§
S5 U J7 W AT RCHE R DA b R IR O S ok
() FLIR R H2 R 2 MRS WA BE 772 2 v | DA 7 A )
I 6] 5 R £ O Do A1 pH A, I 2211 A2 Ko 2K
1.4 HIEALIE

PR H A 3 R, AR I EUE - (E
PR 22, IR EE I SPSS 21.0 #E47 LR F
%4381, K Duncan’s 3% 47 2 3, P<0.05
122 SO A Ge it 30, R H] Origin 2018
I MEGA 11.0 X g &5 L b 1E R

2 HR5HM
21 EMEZRZEBHER

MIE Ta AT LR M v S0 LI | 4 2 8
5 IEEBX N EDE B FL A @, AL 1b Hal L
Bili, PRSP E AL E R AR, sy
fii JFHEZRPOGREERO, RN N EZR
PHAE B

E1 ABEESE
Fig.1 Morphological map of lactic acid bacteria
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P2 R T Y 9 kLR B X AN [ (1
W, Ho R S10.S6.S11.829 . F 30 HF%
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Table 1 Identification results of physical and chemical properties
B R & AR S6 S10 S11 S13 S16 S20 S29 T 28 + 30

FEZREE + + + + + + + + +

Ry K R - - - + - - - - -

W ik s A - - - - - - - - -

iF AL A - - - + + + - + -

V3| vt _ _ _ — _ - - _ -

VP - - - - - - - - -

MR + + + + + + + + +

T HRIR B - ROR B

S B UES R VE R, BUR TR AR AET B A

JOEL 1 st e i 32

Cholesterol degradation rate/%

S6 S10  SI1 S13  SI6 S20 829

R4 K

Strain name
T B A B R 28 5 35, P<0.05,
B 2 L& E AE E B bR AR 2
Fig.2 Lactic acid bacteria cholesterol degradation rate
ST0 f JH [Tz it R AR 5 91.00% , 3 L6 FE fift R 3%
e T B S S T JE Z5ORE AT SR K HR 3 8 Y A
Wy LA TR X JIEL [0 52 1) o i 4. (37.58% ) X 1T fiE
5 B R AL v IE A LR B R B R FLIR
MEZEREREA K, BJF, WITHERIER S10,
6,511,829 FiIt 30 3% 5 BREAHRIEST T —2 A8
2.4 B kYT REERFNER B SF 14 07 X
g A2 AR B ol P g T, O i
g RR S 2 A 2R, LR R A 25 2E R TR RE

+28 T30

PR P 0 45 o LAY BRDIR 2 2E AN A T A 8 1
B A AR Z B | RV AL E A
P i0) S E R

SERANR 2 Fros |5 bR B ARER B B Y TR
i} 32 P4 FIIE AR i 32 P L 3 AT BE R RO PR TR IR EE
FLIR T A 05 O 15 45 4 1) 20 JHL T 265 0 4 i i 5
P VAR TR L AT A0 D £ 4 0, e A T TR A B
S, FLIR DA REOR T — L il 1Y e 0 R s 1
P pH (HRY, Horr B kR S10 fEmRME &1 F AR K
ARBLEF | TR 255 v i 18 2R i e B bk S11,
S29 FIT 30 7€ pH ik 2.5 B s R 55 2B K
HEJ .

N B & A — g R AR, IBER AT L
AT E AN ARG, BE R AR TR IE N
A ARV FEAE TR 25 R T Ak S10 2% A 1,2,3
g/L A= NHER Y MRS WK B 77 Sk rh Xy RE R U i R4
A ROR A B — AR KORZS . T AR S6.S11 R 829
FE2F IR B R B R 3 o/l A8 IR 3 R R
59 B AR R BD . EBISR UG, R Ak S10 %
P R 0 R R R I 52 4, $5000 AT 7R S B 1Y
R 3 P T AR

N
HE

T2 SIOWEEFNEEMTZER
Table 2 Results of acid and bile salt tolerance of S10

WHEE SR pH & e /(e/L)
3.5 3 2.5 2 1 2
S6 S 4+ e+ ++ + 4+ ++ +
S10 S +++ +++ ++ + +++ ++ ++
S11 RS ++ ++ + + ++ ++ ++
S29 S 4+ ++ + + . + n
+ 30 % +++ ++ + + +++ ++ ++

T " RIR AR R RN AR R i RN R R R TR K
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25 BEHFFERMENEH

7L TR 1 77 iR B T 6 1 B 7 i R 2 4L 5 A
FNGH A ) S e AL AR R i
B TR R S10.S6.S11.829 . T 30 #4777~ iR il ¢
240, AT LA H R S10 Bl i) A9 424k, pH
BHETREAL, 7E 0~24 h N 7= TR 3 R AP, 7F 36 h i
pH fHFE % 3.72, S5 EHRBUY EHRAHEL, Wk T
30 (1 7= PR ol R fe lt, ELBR AR S10 19 7= R BE F1 B
B
2.6 HE#kEI 16S rDNA fllfF 4 &

28 3o % i 2 HR ) FLER B S10 4T 16S tDNA
Wy, JF5 A NCBI M3 i) BLAST #47 [R] 4% L
XF, 7E NCBI 4l P ik £ 138 & 0 W bR AT R
Bk B W RS T, 255 R FLRR R S10
5T LR AT T A B n R 4
A A AR ERAE 34T, AR E L R R R R 4 FLAEL T
B IF HA 44 8 HYY=S10, % # T 2022 4E 9
F 9 BT T AR ME W iR G, PR
%5 5 GDMCC 62784,

2.7 #EWIAEITE HYY-S10 B M iF TN

ATt ERnER, S8uma
ML i, 5 R RN LT RO Y S I T 4y
Ko FEIMLA BRI, o I I SRR A F AR N, TR
TSR B R 2 th B 1~2 mm FEER € G 0K X
B, mmgkimaEagE, — s snEER ., B
VI R FR A SE AR AL, AN PR AR R I R Al
ST 20 M 58 A, A TR VR A LR 180 W A 3% IR
RS IR LD I Bk A R S5 1

"B LT Al R £k ok R T 4 T i
S5 BRI FLRATE HYY-S10 B 9% 09 J8 Bl
T ELEIR BONE N o WL SR R, R BT
R4 TR D L L B 8 ) Tl B, e Ry
B UL, X F B HYY-S10 Az LA By %t ifi 40
WA FEME, AT R,

2.8 #EWIAEITE HYY-S10 W25 % iE 4

BUA: R 251 S Al 25 A T Pk Y B SR AR
bFpZ— o HTF&EBOL ST B P E R, 53
FLIR B b Al A5 M it 24 36 A A R BRI AL 4 . X e L
7 o] e #5453 IR 8 3 0 Gl A P ik vk o, 3
Z LR B BUR R T AE TR TR 19 2 4 e R
I, X 7L R A A BT A 2R T 24 1 R A O A O I Al L

pH{E

pH value

0 5 10 15 20 25 30 35 40
FRF i)
Time/h

B3 FERHZ

Fig.3 Acid production curve

HYY-S10
HAKIFT P NRRL B-14768
BIBLANTEE MG 11984
Lactobacillus milieris strain cl0Ual61M
72 WEPEZF MR ATCC 14579

FLBEEFRI strain ATCC 19258

HERERAT 168

K Ko k12

B4 #EWIAEFEHYY-SIONRZEXER
Fig.4 Phylogenetic tree analysis

of Lactiplantibacillus plantarum HYY-S10

5 RmiEMEENER

Fig.5 Detection result of hemolysis test
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T3l 8 Z ATV Y LR AT B HY Y=S10 BR
1K L1 R NG R W A R R B ELAR A A
L B 086 A S (U Y BL N, 0 H B &2 bt Ak
R E MM A B BAYAE R (M) JuEw, E
HYY-S10 X2 R PIMk T & &  UA R | RIRE
R HMER KKER a8Z5 8wk, o6
INA HYY-S10 £ 5 it 25 19 Ji XA P AS 5 I —
DI, BRAS ThiAE 2% AT e S BOEL R 1R A S S
AR 25 3L, 5340 PR TR W B R vl g
S ECFLIR A K A R AR AT 7 A i 24 5k PR P
29 HEWIABEITEHYY-S10 B9 EAE

FL R A A ) AT 5 S A W B BL LS DL O
T 1) 7 Pl R v = A A BLIER 5 B0AN i 5 R
b, SR JfL P 98 3 I R A T R A I
Hb, FLIR B P LA E S A I e 1 35 Mok R R T
PR, 2) FLIR TR i v] DAGE i3 A= 7 i 1 E5ok ) H
PN BE P AR T, 3 R A o R S A R S
A A A B I 440 i 5 1% S 2 P L O 1,
Ah, A0 EE 8 AT LLE A G0 3 DNA FEE 1 %
M IE & AR, 3 DNA B 8245 &, i il B 1 40
AL T2 BP0, 3) FLIR 18 AT A i R 28 A=
Py 2 T I M R T LA S Ao T 4 R B R ) AR
FEETE B3 R R #4400 TR A Y,

AR I T G B R A KA ORI AT I R
2R MR VD T T IR A AR 48 /R T, AR 84 14 J
FLARH BT A W FLAE AT B HYY-S10 B4 B % v 4%
SN 6 FT7i , TR ARG 4 €07 2 BR A | B0 2= 0T R
B U1 DGR 1 00 BT R T AH 25 AN R LA T P A
i, HIM WO 5, Horp HYY=S10 X K
PRFID T A B 970 TR 68 0 3 il 8 7 % At P b
HIAMBERE 7 o 31X 5 4%/ 77 A8 SR BT ST AR P05 s i 25
AL, Horh— B nT g Y S PR AR LA AT T
A LIS RE I KA R shae )y, BRI
GNP A b i, JEXE K R TR A Y 1A
YERT . LA, B HLAT — 2 1 B K A 8 26 s
TR AE 1,

210 #EWIAHETFE HYY-S10 BB R =14

Bl 7 fk 4 A Y FL A AT R HYY -S10 7E
pH=2.5 (I A T BH W+ 6 h IWIILETE R, 12453 pH
50 2.5 (4L R CHY Y -S10 77 1% % B i Ja]
B S AL B T W, ZERT 2 h N, HY Y=S10 77 TR 5

*3 MERBEARRMEER (cm)
Table 3 Diameter of bacteriostatic circle and antibiotic

resistance results for the testing strains (cm)

WA A 2 AR HYY-S10 FAEFHRAFR
AF ok 1.600 % 0.100" R
7 EEE 0 R
v R E 1.050 = 0.050° R
FAREE 0 R
EE 0 R
EXEE o R
af & 1.950 + 0.250" 1
AE*E 2.250 + 0.050° S

T YU R BURSE YR N2 1 rp R R S OR8] Hh S B
KRFES B, P<0.05,

CK

Salmonella

TR 24 B
Strain Name

. . n n : . )
0 5 10 15 20 25 30 35
T P B
Diameter of inhibition zone/mm

O P RN 2R B3, P<0.05,
Ee6 MEBEEZRKX/AD

Fig.6 Diameter of bacteriostatic ring

105 -

95

1N
T w0t
B E
HI— 851
w E
Z 80
=
n
75 -
K \
L]
65 ! 1 1 1 1
0 1 2 3 4 5 6
I [a]
Time/h

K7 A FLRAT B HYY-S10 B Wi} 52 P25
Fig.7 Tolerance of Lactiplantibacillus plantarum

HYY-S10 to artificial gastric juice

{RAFTE 90% LA I, 1% BN BUE 2 Ak 48 /N . BRI,
TE 2 h J5 ,HYY=S10 B9 7% 8 B0 B0(E T B ok i AR
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Pe,6 h I FETG RN 67.62% ., FR ik a2 a1 15
L HYY-S10 % B WA — & W2 ¥, e e
B AR, JF AR AR E I e A # R A 47
ATIRE ., HEE AL TSR 2 ARSI S ) FLAE T A
BN-3 £ N T H PR 9% 4 h BFA93G 80 (2.36%
0.38)x10° CFU/mL,
211 EYIAEFE HYY-S10 Bi/K & B 558
N5

AR T2 B /DN i W AT 1 s, BT R i EEAE /D
i 5 B 9 5 A T i 266 BEE 3% 18T AT B 6 AR AR AR
FHM, A W 2 TR AR 5 1 4 2 ) ) 28 e
SEIAE T NI TE N AR A K SRR B
AR R, HiK MR B BER T R E K S T
R MR e T R OGN R BK M HL A BER
735 1 7L R T EL A 5 Y R BT

it =R LR SRR B 45 5 i
8 AL, MW FLAE AT B HYY-S10 78— F 2 o (1 i
KAYE R TAE LR g s KM, 58] 44.66% ,
I 45 R TR I A O B 09 TR AR B K M
(31.92%) , Bt HYY-S10 EA5 & 45 i i /K P Fn—
E 1R B RE

PR ABER SIS R 9 nl i, Bl
AF ) A 2E K HY Y =S10 B [ %R bl = 42 5
5 2 /i B BF ST AR HERY  HY Y-S10 B bk B A 3 &
HEER T, 88T 91.81%M /K, XEH HYY-
S10 MR EAT RIF A BER 1, IEA R KIE T

i K P
Hydrophobicity/%

LR LT
T B P B RR 22 57 . 35, P<0.05,

B8 #EMIEIE HYY-S10 BBk ik
Fig.8 Hydrophobicity determination

2 R K

of Lactiplantibacillus plantarum HYY-S10

x4 HEYIEFFHYY-SI0OEAIBRPEFHTH
Table 4 Viable cell count in artificial gastric juice

of Lactiplantibacillus plantarum HYY-S10

B 1 /h AL #/lg(CFU/MmL)]
0 8.392 + 0.064°
2 8.033 +0.023"
4 6.580 = 0.076¢
6 5.732 £0.101°

e R FE RIS 225 B3, P<0.05,

JEFH
212 #EWIAEFE HYY-S10 FHBESF

XoF 1 56 HH AR A FLAT T HY Y =S10 #4714
HBE LR, 45 AN & 10 i, &8 HYY-S10 2 3
FEFFAR DG A HE R M2 AL, 5 Huang
NSNS R W) FLA AT B DMDLO010 By 45 5 —3
213 #EYWIAEFE HYY-S10 £ sk

TR 5 T 7 56 1 e A e AL [ 152 68 7 70 A ) 2L
FEAT I HYY-S10 47 4E K i 4 ny il 25 8- an i
11 iR ,HYY=S10 7£ 0~4 h Bt A= K 2548, 4b+iR
W S L FE 4 h BTG ARTECE KA 14~
16 h B AR 4 3 22l 18 I 3 A KR E W1, ODggo e fH 15
1 1.836, A HYY-S10 7 4 h B FF 4R K= R
pH EZEWIREAL, S5ARKGARICE 12 h J5 W)
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of Lactiplantibacillus plantarum HYY-S10
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Screening for Cholesterol-lowering Properties in Sour Tea and Assessment of Safety
and Probiotic Characteristics

HUANG Fang, LIU Xintong, HUANG Jiarong, WU Weitong, KONG Xiaohui, YAO Qingbo,
ZENG Xinan, HUANG Yanyan"
(School of Food Science and Engineering, Guangdong Provincial Key Laboratory of Intelligent Food Manufacturing,
Foshan University, Foshan 528225, Guangdong)

Abstract Objective: This study aimed to isolate and screen lactic acid bacteria with a high cholesterol degradation rate
from Deang acid tea in Yunnan Province. The study also aimed to identify their physiological and biochemical character-
istics, evaluate their safety and study their probiotics. Methods: Initially, a Lactobacillus with good characteristics was i-
dentified through screening for acid resistance, bile salt tolerance, acid production cholesterol-lowering ability and In-
testinal colonization ability. After a series of identification and verification experiments, the strain was identified as Lacti-
plantibacillus plantarum and named HYY-S10. The safety and probiotic properties of HYY-S10 were evaluated, including
hemolysis, antibiotic resistance, bacteriostatic ability and gastroenteric fluid tolerance. Results;: HYY-S10 was found to
be non-hemolytic and exhibited resistance to antibiotics. It demonstrated good tolerance to stomach and intestinal fluids
and high intestinal colonization capacity, as well as high acid production ability and antibacterial effect on Escherichia
coli compared to other strains isolated from sour tea. The bacteria entered the logarithmic growth phase at 4 hours,
reaching an ODgy ., value of 1.836. Moreover, it displayed a remarkable cholesterol degradation rate of 91%. Conclusion:
This study successfully identified excellent lactic acid bacteria with cholesterol-lowering properties. These findings offer a
theoretical foundation for the development of tea—derived probiotics and functional microecological preparations. However,
further exploration is required to understand the cholesterol-lowering mechanism of these strains.

Keywords Lactiplantibacillus plantarum; sour tea; screening; security; probiotic properties



